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c 


153 


13. 


6 


64 


.8 


25 


9 


US-10-719-900-549848 


Sequence 549848, 




154 


13. 


6 


64 


.8 


25 


9 


US-10-719-900-571052 


Sequence 571052, 


c 


155 


13. 


6 


64 


.8 


25 


9 


US-10-719-900-668708 


Sequence 668708, 




156 


13. 


6 


64 


.8 


25 


9 


US-10-719-900-699961 


Sequence 699961, 


c 


157 


13. 


6 


64 


.8 


25 


9 


US-10-719-900-780094 


Sequence 780094, 


c 


158 


13. 


6 


64 


.8 


25 


10 


US-10-956-157-176168 


Sequence 176168, 


c 


15 9 


13. 


6 


64 


.8 


25 


10 


US-10-956-157-196453 


Sequence 196453, 


c 


160 


13. 


6 


64 


.8 


25 


10 


US-10-956-157-204439 


Sequence 204439, 




161 


13. 


6 


64 


.8 


25 


10 


US-10-956-157-23127 6 


Sequence 231276, 




162 


13. 


6 


64 


.8 


25 


11 


US-10-310-914A-1047152 


Sequence 1047152, 




163 


13. 


6 


64 


.8 


25 


11 


US-10-933-982-7544 3 


Sequence 75443, A 




164 


13. 


6 


64 


.8 


25 


11 


US-10-933-982-75450 


Sequence 75450, A 




165 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-2467 9 


Sequence 24679, A 


c 


166 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-87341 


Sequence 87341, A 


c 


167 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-137356 


Sequence 137356, 


c 


168 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-254295 


Sequence 254295, 


c 


169 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-279577 


Sequence 279577, 




170 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-349877 


Sequence 349877, 


c 


171 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-363071 


Sequence 363071, 


c 


172 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-390001 


Sequence 390001, 




173 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-535508 


Sequence 535508, 
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174 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-536311 


Sequence 


536311, 


c 


175 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-561544 


Sequence 


561544, 




176 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-599436 


Sequence 


599436, 




177 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-616813 


Sequence 


616813, 


c 


178 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-620240 


Sequence 


620240, 




179 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-7247 92 


Sequence 


724792, 


c 


180 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-741850 


Sequence 


741850, 




181 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-782017 


Sequence 


782017, 




182 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-822282 


Sequence 


822282, 


c 


183 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-902172 


Sequence 


902172, 


c 


184 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-90264 8 


Sequence 


902648, 


c 


185 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-902764 


Sequence 


902764, 


c 


186 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-928142 


Sequence 


928142, 




187 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-945522 


Sequence 


945522, 




188 


13. 


6 


64 


. 8 


25 


13 


US-11-036-317-952008 


Sequence 


952008, 




189 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-963453 


Sequence 


963453, 




190 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-96345 6 


Sequence 


963456, 




191 


13. 


6 


64 


.8 


25 


13 


US-11-036-317-988408 


Sequence 


988408, 


c 


192 


13. 


6 


64 


.8 


25 


15 


US-11-121-849-82 616 


Sequence 


82616, A 


c 


193 


13. 


6 


64 


.8 


25 


15 


US-11-121-84 9-93784 


Sequence 


93784, A 


c 


194 


13. 


6 


64 


.8 


25 


15 


US-11-121-84 9-141456 


Sequence 


141456, 


c 


195 


13. 


6 


64 


.8 


25 


15 


US-11-121-849-2 69053 


Sequence 


269053, 




196 


13. 


6 


64 


.8 


25 


15 


US-11-121-84 9-320664 


Sequence 


320664, 


c 


197 


13. 


6 


64 


.8 


25 


15 


US-11-121-84 9-34801 6 


Sequence 


348016, 


c 


198 


13. 


6 


64 


.8 


25 


15 


US-11-121-849-405290 


Sequence 


405290, 


c 


199 


13. 


6 


64 


.8 


25 


16 


US-11-136-527-226233 


Sequence 


226233, 


c 


200 


13. 


6 


64 


.8 


25 


16 


US-11-13 6-527-3352 92 


Sequence 


335292, 


c 


201 


13. 


4 


63 


.8 


18 


11 


US-10-310-914A- 1069624 


Sequence 


1069624, 




202 


13. 


4 


63 


. 8 


18 


11 


US-10-310-914A- 109211 6 


Sequence 


1092116, 


c 


203 


13. 


4 


63 


.8 


18 


11 


US-10-310-914A- 117 3315 


Sequence 


1173315, 


c 


204 


13. 


4 


63 


.8 


19 


11 


US-10-310-914A-810341 


Sequence 


810341, 


c 


205 


13. 


4 


63 


.8 


19 


11 


US-10-310-914A-1173317 


Sequence 


1173317, 


c 


206 


13. 


4 


63 


.8 


19 


14 


US-11-083-784-4 65001 


Sequence 


465001, 


c 


207 


13. 


4 


63 


.8 


19 


14 


US-11-083-784-1213678 


Sequence 


1213678, 


c 


208 


13. 


4 


63 


.8 


19 


15 


US-11-101-244-4 65001 


Sequence 


465001, 


c 


209 


13. 


4 


63 


.8 


19 


15 


US-11-101-244-1213678 


Sequence 


1213678, 


c 


210 


13. 


4 


63 


.8 


20 


3 


US-09-915-814-133 


Sequence ; 


133, App 




211 


13. 


4 


63 


.8 


20 


11 


US-10-310-914A-7948 9 


Sequence 


79489, A 




212 


13. 


4 


63 


.8 


22 


11 


US-10-310-914A-1110482 


Sequence 


1110482, 




213 


13. 


4 


63 


.8 


23 


11 


US-10-310-914A-1110505 


Sequence 


1110505, 


c 


214 


13. 


4 


63 


.8 


23 


11 


US-10-310-914A-1118873 


Sequence 


1118873, 


c 


215 


13. 


4 


63 


.8 


23 


11 


US-10-310-914A-1118884 


Sequence 


1118884, 


c 


216 


13. 


4 


63 


.8 


24 


7 


US-10-279-633-40 


Sequence 


40, Appl 




217 


13. 


4 


63 


.8 


24 


11 


US-10-310-914A-79540 


Sequence 


79540, A 


c 


218 


13. 


4 


63 


.8 


25 


6 


US-10-098-263B-47432 


Sequence < 


47432, A 


c 


219 


13. 


4 


63 


.8 


25 


8 


US-10-681-773-84 904 


Sequence ! 


84904, A 


c 


220 


13. 


4 


63 


.8 


25 


8 


US-10-681-773-84905 


Sequence ! 


B4905, A 


c 


221 


13. 


4 


63 


.8 


25 


8 


US-10-719-956-80007 


Sequence ! 


80007, A 


c 


222 


13. 


4 


63 


.8 


25 


8 


US-10-719-956-116648 


Sequence '. 


116648, 




223 


13. 


4 


63 


.8 


25 


8 


US-10-719-956-277080 


Sequence ; 


277080, 




224 


13. 


4 


63 


.8 


25 


8 


US-10-719-956-361987 


Sequence 


361987, 


c 


225 


13. 


4 


63 


.8 


25 


8 


US-10-719-956-673267 


Sequence 


673267, 


c 


226 


13. 


4 


63 


.8 


25 


9 


US-10-719-900-30087 4 


Sequence 


300874, 


c 


227 


13. 


4 


63 


.8 


25 


9 


US-10-719-900-381370 


Sequence 


381370, 


c 


228 


13. 


4 


63 


.8 


25 


9 


US-10-719-900-685506 


Sequence 


685506, 


c 


229 


13. 


4 


63 


.8 


25 


10 


US-10-809-189-40807 


Sequence 


40807, A 


c 


230 


13. 


4 


63 


.8 


25 


10 


US-10-956-157-282967 


Sequence 


282967, 


c 


231 


13. 


4 


63 


.8 


25 


11 


US-10-933-982-155053 


Sequence 


155053, 


c 


232 


13. 


4 


63 


.8 


25 


13 


US-11-036-317-724865 


Sequence 


724865, 




233 


13. 


2 


62 


.9 


19 


11 


US-10-310-914A-31158 9 


Sequence 


311589, 


c 


234 


13. 


2 


62 


.9 


19 


11 


US-10-310-914A-1093310 


Sequence 


1093310, 
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c 


235 


13. 


2 


62. 


9 


19 


11 


US-10-310-914A-1207475 


Sequence 


1207475, 


c 


236 


13. 


2 


62. 


9 


19 


14 


US-11-083-784-1140979 


Sequence 


1140979, 


c 


237 


13. 


2 


62. 


9 


19 


15 


US-11-101-244-1140979 


Sequence 


1140979, 


c 


238 


13. 


2 


62. 


9 


21 


11 


US-10-310-914A-481413 


Sequence 


481413, 


c 


239 


13. 


2 


62. 


9 


21 


11 


US-10-310-914A-635415 


Sequence 


635415, 


c 


240 


13. 


2 


62. 


9 


21 


11 


US-10-310-914A-99307 6 


Sequence 


993076, 




241 


13. 


2 


62. 


9 


22 


11 


US-10-310-914A-65032 5 


Sequence 


650325, 


c 


242 


13. 


2 


62. 


9 


22 


11 


US-10-310-914A-993927 


Sequence 


993927, 


c 


243 


13. 


2 


62. 


9 


23 


11 


US-10-310-914A-635424 


Sequence 


635424, 




244 


13. 


2 


62. 


9 


23 


11 


US-10-310-914A-969689 


Sequence 


969689, 


c 


245 


13. 


2 


62. 


9 


24 


11 


US-10-310-914A-967765 


Sequence 


967765, 


c 


246 


13. 


2 


62. 


9 


24 


11 


US-10-310-914A-12074 8 6 


Sequence 


1207486, 




247 


13. 


2 


62. 


9 


25 


3 


US-09-754-853A-574 


Sequence , 


574, App 


c 


248 


13. 


2 


62. 


9 


25 


8 


US-10-719-956-52619 


Sequence 


52619, A 


c 


249 


13. 


2 


62. 


9 


25 


8 


US-10-719-956-151905 


Sequence : 


151905, 




250 


13. 


2 


62. 


9 


25 


8 


US-10-719-956-451859 


Sequence - 


451859, 




251 


13. 


2 


62. 


9 


25 


9 


US-10-719-900-68583 


Sequence i 


68583, A 




252 


13. 


2 


62. 


9 


25 


9 


US-10-719-900-196672 


Sequence : 


196672, 


c 


253 


13. 


2 


62. 


9 


25 


9 


US-10-719-900-273321 


Sequence ; 


273321, 


c 


254 


13. 


2 


62. 


9 


25 


9 


US-10-719-900-328024 


Sequence : 


328024, 




255 


13. 


2 


62. 


9 


25 


9 


US-10-719-900-706703 


Sequence 


706703, 


c 


256 


13. 


2 


62. 


9 


25 


10 


US-10-809-189-15028 


Sequence 


15028, A 


c 


257 


13. 


2 


62. 


9 


25 


10 


US-10-956-157-238 938 


Sequence 


238938, 


c 


258 


13. 


2 


62. 


9 


25 


10 


US-10-750-185-237 64 


Sequence 


23764, A 


c 


259 


13. 


2 


62. 


9 


25 


10 


US-10-750-623-23764 


Sequence 


23764, A 


c 


260 


13. 


2 


62. 


9 


25 


11 


US-10-932-182A-137062 


Sequence 


137062, 




261 


13. 


2 


62. 


9 


25 


11 


US-10-933-982-19248 9 


Sequence 


192489, 




262 


13. 


2 


62. 


9 


25 


11 


US-10-933-982-192491 


Sequence 


192491, 




263 


13. 


2 


62. 


9 


25 


11 


US-10-933-982-192496 


Sequence 


192496, 


c 


264 


13. 


2 


62. 


9 


25 


11 


US-10-934-048A-14283 


Sequence 


14283, A 




265 


13. 


2 


62. 


9 


25 


11 


US-10-934-048A-70495 


Sequence 


70495, A 


c 


266 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-2947 


Sequence 


2947, Ap 


c 


267 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-6119 


Sequence 


6119, Ap 


c 


268 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-6881 


Sequence 


6881, Ap 


c 


269 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-14000 


Sequence 


14000, A 


c 


270 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-28803 


Sequence 


28803, A 


c 


271 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-32448 


Sequence 


32448, A 


c 


272 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-36793 


Sequence 


36793, A 




273 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-40148 


Sequence 


40148, A 




274 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-47474 


Sequence 


47474, A 




275 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-64174 


Sequence 


64174, A 




276 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-75990 


Sequence 


75990, A 


c 


277 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-132225 


Sequence 


132225, 




278 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-145445 


Sequence 


145445, 


c 


279 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-168314 


Sequence 


168314, 


c 


280 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-204027 


Sequence 


204027, 


c 


281 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-233905 


Sequence 


233905, 




282 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-236892 


Sequence 


236892, 


c 


283 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-287110 


Sequence 


287110, 


c 


284 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-32032 9 


Sequence 


320329, 


c 


285 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-34252 5 


Sequence 


342525, 


c 


286 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-358005 


Sequence 


358005, 


c 


287 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-378732 


Sequence 


378732, 




288 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-456171 


Sequence 


456171, 


c 


289 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-503700 


Sequence 


503700, 


c 


290 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-60354 4 


Sequence 


603544, 




291 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-729107 


Sequence 


729107, 


c 


292 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-7587 98 


Sequence 


758798, 




293 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-898555 


Sequence 


898555, 




294 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-898556 


Sequence 


898556, 


c 


295 


13. 


2 


62. 


9 


25 


13 


US-11-036-317-900139 


Sequence 


900139, 
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c 


296 


.13.2 


62. 


9 


25 


13 


US-11-060-756-149068 


Sequence 149068, 


c 


297 


13.2 


62. 


9 


25 


15 


US-11-121-849-34183 


Sequence 34183, A 


c 


298 


13.2 


62. 


9 


25 


15 


US-11-121-849-34184 


Sequence 34184, A 


c 


299 


13.2 


62. 


9 


25 


15 


US-11-121-849-226634 


Sequence 226634, 




300 


13.2 


62. 


9 


25 


15 


US-11-121-84 9-398 932 


Sequence 398932, 


c 


301 


13.2 


62. 


9 


25 


15 


US-11-121-84 9-403091 


Sequence 403091, 


c 


302 


13.2 


62. 


9 


25 


15 


US-11-121-84 9-529012 


Sequence 529012, 




303 


13.2 


62. 


9 


25 


16 


US-11-136-527-155363 


Sequence 155363, 


c 


304 


13.2 


62. 


9 


27 


10 


US-10-505-377-32 


Sequence 32, Appl 




305 


13 


61. 


9 


19 


14 


US-11-083-784-370275 


Sequence 370275, 




306 


13 


61. 


9 


19 


14 


US-11-083-784-370356 


Sequence 370356, 


c 


307 


13 


61. 


9 


19 


14 


US-11-083-784-38928 9 


Sequence 389289, 


c 


308 


13 


61. 


9 


19 


14 


US-11-083-784-804971 


Sequence 804971, 




309 


13 


61. 


9 


19 


15 


US-11-101-244-370275 


Sequence 370275, 




310 


13 


61. 


9 


19 


15 


US-11-101-244-37035 6 


Sequence 370356, 


c 


311 


13 


61. 


9 


19 


15 


US-11-101-244-389289 


Sequence 389289, 


c 


312 


13 


61. 


9 


19 


15 


US-11-101-244-804971 


Sequence 804971, 




313 


13 


61. 


9 


20 


11 


US-10-310-914A-164045 


Sequence 164045, 




314 


13 


61. 


9 


21 


6 


US-10-263-677-30 


Sequence 30, Appl 




315 


13 


61. 


9 


21 


8 


US-10-728-491-9 


Sequence 9, Appli 




316 


13 


61. 


9 


21 


10 


US-10-955-218-30 


Sequence 30, Appl 


c 


317 


13 


61. 


9 


21 


10 


US-10-770-726-23843 


Sequence 23843, A 


c 


318 


13 


61. 


9 


21 


10 


US-10-770-72 6-23844 


Sequence 23844, A 




319 


13 


61. 


9 


21 


11 


US-10-310-914A-164018 


Sequence 164018, 




320 


13 


61. 


9 


22 


11 


US-10-310-914A-164019 


Sequence ^164019, 


c 


321 


13 


61. 


9 


22 


11 


US-10-310-914A-600741 


Sequence 600741, 


c 


322 


13 


61. 


9 


22 


11 


US-10-310-914A-1337263 


Sequence 1337263, 




323 


13 


61. 


9 


23 


11 


US-10-310-914A-396820 


Sequence 396820, 


c 


324 


13 


61. 


9 


23 


11 


US-10-310-914A-794909 


Sequence 794909, 


c 


325 


13 


61. 


9 


23 


11 


US-10-310-914A-1299787 


Sequence 1299787, 


c 


326 


13 


61. 


9 


24 


6 


US-10-196-000-5 


Sequence 5, Appli 


c 


327 


13 


61. 


9 


24 


11 


US-10-310-914A-205618 


Sequence 205618, 




328 


13 


61. 


9 


25 


8 


US-10-719-956-147020 


Sequence 147020, 




329 


13 


61. 


9 


25 


8 


US-10-719-956-147032 


Sequence 147032, 




330 


13 


61. 


9 


25 


8 


US-10-719-956-20954 3 


Sequence 209543, 




331 


13 


61. 


9 


25 


8 


US-10-719-956-220210 


Sequence 220210, 


c 


332 


13 


61. 


9 


25 


8 


US-10-719-956-224188 


Sequence 224188, 




333 


13 


61. 


9 


25 


8 


US-10-719-956-43742 0 


Sequence 437420, 




334 


13 


61. 


9 


25 


8 


US-10-719-956-437.421 


Sequence 437421, 


c 


335 


13 


61. 


9 


25 


8 


US-10-719-956-582100 


Sequence 582100, 


c 


336 


13 


61. 


9 


25 


9 


US-10-719-900-228765 


Sequence 228765, 


c 


337 


13 


61. 


9 


25 


9 


US-10-719-900-345697 


Sequence 345697, 




338 


13 


61. 


9 


25 


9 


US-10-719-900-458448 


Sequence 458448, 




339 


13 


61. 


9 


25 


9 


US-10-719-900-45844 9 


Sequence 458449, 




340 


13 


61. 


9 


25 


9 


US-10-719-900-617085 


Sequence 617085, 




341 


13 


61. 


9 


25 


9 


US-10-719-900-637559 


Sequence 637 559, 




342 


13 


61. 


9 


25 


9 


US-10-719-900-824273 


Sequence 824273, 




343 


13 


61. 


9 


25 


9 


US-10-719-900-887533 


Sequence 887533, 




344 


13 


61. 


9 


25 


9 


US-10-719-900-922787 


Sequence 92278.7, 


c 


345 


13 


61. 


9 


25 


10 


US-10-809-189-36692 


Sequence 36692, A 


c 


346 


13 


61. 


9 


25 


10 


US-10-956-157-279417 


Sequence 279417, 




347 


13 


61. 


9 


25 


11 


US-10-932-182A-36189 


Sequence 36189, A 




348 


13 


61. 


9 


25 


11 


US-10-932-182A-48938 


Sequence 48938, A 




349 


13 


61. 


9 


25 


11 


US-10-933-982-7734 9 


Sequence 77349, A 


c 


350 


13 


61. 


9 


25 


11 


US-10-933-982-87286 


Sequence 87286, A 


c 


351 


13 


61. 


9 


25 


11 


US-10-933-982-168071 


Sequence 168071, 




352 


13 


61. 


9 


25 


11 


US-10-934-048A-50118 


Sequence 50118, A 


c 


353 


13 


61. 


9 


25 


13 


US-11-036-317-17 6402 


Sequence 176402, 


c 


354 


13 


61. 


9 


25 


13 


US-11-036-317-187789 


Sequence 187789, 


c 


355 


13 


61. 


9 


25 


13 


US-11-036-317-205734 


Sequence 205734, 


c 


356 


13 


61. 


9 


25 


13 


US-11-036-317-211671 


Sequence 211671, 
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c 


357 


13 


61. 


9 


25 


13 


US-11-036-317-232254 


Sequence 


232254, 


c 


358 


13 


61. 


9 


25 


13 


US-11-036-317-236671 


Sequence 


236671, 


c 


359 


13 


61. 


9 


25 


13 


US-11-036-317-238528 


Sequence 


238528, 


c 


360 


13 


61. 


9 


25 


13 


US-11-036-317-247600 


Sequence 


247600, 


c 


361 


13 


61. 


9 


25 


13 


US-11-036-317-253739 


Sequence 


253739, 


c 


362 


13 


61. 


9 


25 


13 


US-11-036-317-25769 6 


Sequence 


257696, 


c 


363 


13 


61. 


9 


25 


13 


US-11-036-317-28948 9 


Sequence 


289489, 


c 


364 


13 


61. 


9 


25 


13 


US-11-036-317-306088 


Sequence 


306088, 


c 


365 


13 


61. 


9 


25 


13 


US-11-036-317-309025 


Sequence 


309025, 


c 


366 


v 13 


61. 


9 


25 


13 


US-11-036-317-310757 


Sequence 


310757, 


c 


367 


13 


61. 


9 


25 


13 


US-11-036-317-349424 


Sequence 


349424, 


c 


368 


13 


61. 


9 


25 


13 


US-11-036-317-353331 


Sequence 


353331, 


c 


369 


13 


61. 


9 


25 


13 


US-11-036-317-37 6108 


Sequence 


376108, 


c 


370 


13 


61. 


9 


25 


13 


US-11-036-317-472730 


Sequence 


472730, 




371 


13 


61. 


9 


25 


13 


US-11-036-317-480134 


Sequence 


480134, 


c 


372 


13 


61. 


9 


25 


13 


US-11-036-317-484010 


Sequence 


484010, 




373 


13 


61. 


9 


25 


13 


US-11-036-317-647014 


Sequence 


647014, 




374 


13 


61. 


9 


25 


13 


US-11-036-317-647015 


Sequence 


647015, 




375 


13 


61. 


9 


25 


13 


US-11-036-317-710599 


Sequence 


710599, 




376 


13 


61. 


9 


25 


13 


US-11-036-317-71404 3 


Sequence 


714043, 


c 


377 


13 


61. 


9 


25 


13 


US-11-036-317-798594 


Sequence 


798594, 


c 


378 


13 


61. 


9 


25 


13 


US-11-036-317-808728 


Sequence 


,808728, 


c 


379 


13 


61. 


9 


25 


13 


US-11-036-317-909832 


Sequence 


909832, 




380 


13 


61. 


9 


25 


13 


US-11-036-317-91404 7 


Sequence 


914047, 


c 


381 


13 


61. 


9 


25 


13 


US-11-036-317-938302 


Sequence 


938302, 


c 


382 


13 


61. 


9 


25 


13 


US-11-036-317 -939990 


Sequence 


939990, 


c 


383 


13 


61. 


9 


25 


13 


US-11-036-317-940862 


Sequence 


940862, 


c 


384 


13 


61. 


9 


25 


13 


US-11-036-317-96543 6 


Sequence 


965436, 


c 


385 


13 


61. 


9 


25 


13 


US-11-036-317-978330 


Sequence 


978330, 


c 


386 


13 


61. 


9 


25 


13 


US-11-060-756-144892 


Sequence 


144892, 


c 


387 


13 


61. 


9 


25 


13 


US-11-060-756-183368 


Sequence 


183368, 


c 


388 


13 


61. 


9 


25 


13 


US-11-060-756-2 60872 


Sequence 


260872, 


c 


389 


13 


61. 


9 


25 


13 


US-11-060-756-262778 


Sequence 


262778, 


c 


390 


13 


61. 


9 


25 


15 


US-11-121-849-25500 


Sequence 


25500, A 




391 


13 


61. 


9 


25 


15 


US-11-121-84 9-62245 


Sequence 


62245, A 




392 


13 


61. 


9 


25 


15 


US-11-121-84 9-12038 9 


Sequence 


120389, 




393 


13 


61. 


9 


25 


15 


US-11-121-84 9-236283 


Sequence 


236283, 


c 


394 


13 


61. 


9 


25 


15 


US-11-121-84 9-2 60882 


Sequence 


260882, 




395 


13 


61. 


9 


25 


15 


US-11-121-84 9-273797 


Sequence 


273797, 




396 


13 


61. 


9 


25 


15 


US-11-121-849-274356 


Sequence 


274356, 




397 


13 


61. 


9 


25 


15 


US-11-121-849-401451 


Sequence 


401451, 


c 


398 


13 


61. 


9 


25 


15 


US-11-121-84 9-429565 


Sequence 


429565, 


c 


399 


13 


61. 


9 


25 


15 


US-11-121-84 9-541935 


Sequence 


541935, 




400 


13 


61. 


9 


25 


15 


US-11-121-84 9-582699 


Sequence 


582699, 


c 


401 


13 


61. 


9 


25 


16 


US-11-136-527-265238 


Sequence 


265238, 




402 


13 


61. 


9 


25 


16 


US-11-136-527-2 6944 4 


Sequence 


269444, 


c 


403 


13 


61. 


9 


25 


16 


US-11-136-527-271555 


Sequence, 


271555, 


c 


404 


13 


61. 


9 


25 


16 


US-11-136-527-271556 


Sequence 


271556, 


c 


405 


13 


61. 


9 


25 


16 


US-11-136-527-271570 


Sequence 


271570, 


c 


406 


13 


61. 


9 


25 


16 


US-11-136-527-271574 


Sequence 


271574, 




407 


13 


61. 


9 


25 


16 


US-11-136-527-304087 


Sequence 


304087, 


c 


408 


13 


61. 


9 


25 


16. 


US-11-136-527-32278 0 


Sequence 


322780, 




409 


13 


61. 


9 


26 


11 


US-10-310-914A- 340593 


Sequence 


340593, 


c 


410 


13 


61. 


9 


26 


11 


US-10-310-914A-961868 


Sequence 


961868, 


c 


411 


13 


61. 


9 


27 


7 


US-10-335-592-32 


Sequence 32, Appl 


c 


412 


13 


61. 


9 


27 


7 


US-10-291-058A-1 


Sequence 1, Appli 


c 


413 


13 


61. 


9 


27 


11 


US-10-310-914A-982218 


Sequence 


982218, 


c 


414 


13 


61. 


9 


29 


6 


US-10-012-070A-20 


Sequence 20, Appl 


c 


415 


13 


61. 


9 


29 


6 


US-10-012-013-13 


Sequence 13, Appl 


c 


416 


12.8 


61. 


0 


18 


11 


US-10-310-914A-854209 


Sequence 


854209, 




417 


12.8 


61. 


0 


18 


11 


US-10-310-914A-11584 61 


Sequence 


1158461, 
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418 


12 


.8 


61 


.0 


19 


11 


US-10-310-914A-156869 


Sequence 156869, 




419 


12 


.8 


61 


.0 


19 


11 


US-10-310-914A-215208 


Sequence 215208, 


c 


420 


12 


.8 


61 


.0 


19 


11 


US-10-310-914A-704098 


Sequence 704098, 




421 


12 


.8 


61 


.0 


19 


11 


US-10-310-914A-722881 


Sequence 722881, 




422 


12 


.8 


61 


.0 


19 


11 


US-10-310-914A-970995 


Sequence 970995, 




423 


12 


.8 


61 


.0 


19 


14 


US-11-083-784-575994 


Sequence 575994, 


c 


424 


12 


.8 


61 


.0 


19 


14 


US-11-083-784-754075 


Sequence 754075, 


c 


425 


12 


.8 


61 


.0 


19 


14 


US-11-083-784-754173 


Sequence 754173, 




426 


12 


.8 


61 


.0 


19 


14 


US-11-083-784-784384 


Sequence 784384, 


c 


427 


. 12 


. 8 


61 


.0 


19 


14 


US-11-083-784-1303846 


Sequence 1303846, 


c 


428 


12 


.8 


61 


.0 


19 


14 


US-11-083-784-1312243 


Sequence 1312243, 




429 


12 


.8 


61 


.0 


19 


15 


US-11-101-244-575994 


Sequence 575994, 


c 


430 


12 


.8 


61 


.0 


19 


15 


US-11-101-244-75407 5 


Sequence 754075, 


c 


431 


12 


.8 


61 


.0 


19 


15 


US-11-101-2 44-75417 3 


Sequence 754173, 




432 


12 


.8 


61 


.0 


19 


15 


US-11-101-244-784384 


Sequence 784384, 


c 


433 


12 


.8 


61 


.0 


19 


15 


US-11-101-24 4-13038 46 


Sequence 1303846, 


c 


434 


12 


.8 


61 


.0 


19 


15 


US-11-101-244-1312243 


Sequence 1312243, 




435 


12 


.8 


61 


.0 


20 


11 


US-10-310-914A-351753 


Sequence 351753, 




436 


12 


.8 


61 


.0 


20 


11 


US-10-310-914A-545576 


Sequence 545576, 




437 


12 


.8 


61 


.0 


20 


11 


US-10-310-914A- 679229 


Sequence 679229, 


c 


438 


12 


.8 


61 


.0 


20 


11 


US-10-310-914A-864475 


Sequence 8644 75, 


c 


439 


12 


.8 


61 


.0 


20 


11 


US-10-310-914A-8644 99 


Sequence 8644 99, 




440 


12 


.8 


61 


.0 


22 


11 


US-10-310-914A-1568 67 


Sequence 156867, 


c 


441 


12 


.8 


61 


.0 


22 


11 


US-10-310-914A-338061 


Sequence 338061, 


c 


442 


12 


.8 


61 


.0 


22 


11 


US-10-310-914A-704102 


Sequence 704102, 


c 


443 


12 


.8 


61 


.0 


22 


11 


US-10-310-914A-132 6080 


Sequence 1326080, 


c 


444 


12 


.8 


61 


.0 


23 


11 


US-10-310-914A-338060 


Sequence 338060, 




445 


12 


.8 


61 


.0 


23 


11 


US-10-310-914A-679233 


Sequence 6792 33, 




446 


12 


.8 


61 


.0 


24 


11 


US-10-310-914A-206861 


Sequence 206861, 


c 


447 


12 


.8 


61 


.0 


24 


11 


US-10-310-914A-854233 


Sequence 854233, 


c 


448 


12 


.8 


61 


.0 


24 


11 


US-10-310-914A-1053965 


Sequence 1053965, 




449 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-169068 


Sequence 169068, 


c 


450 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-17097 5 


Sequence 170975, 


c 


451 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-354362 


Sequence 354362, 


c 


452 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-38098 0 


Sequence 380980, 




453 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-443104 


Sequence 443104, 




454 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-59112 0 


Sequence 591120, 




455 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-591121 


Sequence 591121, 




456 


12 


.8 


61 


.0 


25 


8 


US-10-719-956-677433 


Sequence 677433, 


c 


457 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-13242 


Sequence 13242, A 


c 


458 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-249493 


Sequence 249493, 




459 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-263214 


Sequence 263214, 


c 


460 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-39433 6 


Sequence 394336, 


c 


461 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-496494 


Sequence 496494, 


c 


462 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-599529 


Sequence 599529, 




463 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-657132 


Sequence 657132, 




464 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-657133 


Sequence 657133, 


c 


465 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-686056 


Sequence 686056, 




466 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-717784 


Sequence 717784, 




467 


12 


.8 


61 


.0 


25 


9 


US-10-719-900-925964 


Sequence 925 964, 




468 


12 


.8 


61 


.0 


25 


10 


US-10-809-189-125612 


Sequence 125612, 


c 


469 


12 


.8 


61 


.0 


25 


10 


US-10-956-157-152637 


Sequence 152637, 


c 


470 


12 


.8 


61 


.0 


25 


10 


US-10-956-157-293008 


Sequence 293008, 




471 


12 


.8 


61 


.0 


25 


10 


US-10-750-185-6263 


Sequence 62 63, Ap 




472 


12 


.8 


61 


.0 


25 


10 


US-10-750-623-6263 


Sequence 62 63, Ap 


c 


473 


12 


.8 


61 


.0 


25 


11 


US-10-310-914A-1326061 


Sequence 1326061, 


c 


474 


12 


.8 


61 


.0 


25 


11 


US-10-932-182A- 68255 


Sequence 68255, A 


c 


475 


12 


.8 


61 


.0 


25 


11 


US-10-933-982-2344 


Sequence 2344, Ap 


c 


476 


12 


.8 


61 


.0 


25 


11 


US-10-933-982-3190 


Sequence 3190, Ap 


c 


477 


12 


.8 


61 


.0 


25 


11 


US-10-934-048A-108835 


Sequence 108835, 


c 


478 


12 


.8 


61 


.0 


25 


13 


US-11-036-317-87760 


Sequence 87760, A 
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479 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-91850 


Sequence 


91850, A 




480 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-97635 


Sequence 


97635, A 




481 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-121738 


Sequence 


121738, 


c 


482 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-138690 


Sequence 


138690, 




483 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-24 4942 


Sequence 


244942, 


c 


484 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-40424 7 


Sequence 


404247, 




485 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-410700 


Sequence 


410700, 


c 


486 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-426425 


Sequence 


426425, 




487 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-432768 


Sequence 


432768, 




488 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-470732 


Sequence 


470732, 


c 


489 


12. 


8 


61 


.0 . 


25 


13 


US-11-036-317-472177 


Sequence 


472177, 


c 


490 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-489370 


Sequence 


489370, 


c 


491 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-515661 


Sequence 


515661, 




492 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-531684 


Sequence 


531684, 




493 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-592742 


Sequence 


592742, 




494 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-592743 


Sequence 


592743, 


c 


495 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-618378 


Sequence 


618378, 




496 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-688097 


Sequence 


688097, 


c 


497 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-74 9021 


Sequence 


749021, 


c 


498 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-803602 


Sequence 


803602, 


c 


499 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-841656 


Sequence 


841656, 


c 


500 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-848942 


Sequence 


848942, 


c 


501 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-877136 


Sequence 


877136, 


e 


502 


12. 


8 


61 


.0 


25 


13 


US-11-036-317-952526 


Sequence 


952526, 


c 


503 


12. 


8 


61 


.0 


25 


13 


US-11-060-756-168358 


Sequence 


168358, 


c 


504 


12. 


8 


61 


.0 


25 


15 


US-11-121-849-109560 


Sequence 


109560, 




505 


12. 


8 


61 


.0 


25 


15 


US-11-121-849-163852 


Sequence 


163852, 


c 


506 


12. 


8 


61 


.0 


25 


15 


US-11-121-849-166621 


Sequence 


166621, 


c 


507 


12. 


8 


61 


.0 


25 


15 


US-11-121-84 9-260883 


Sequence 


260883, 




508 


12. 


8 


61 


.0 


25 


15 


US-11-121-84 9-304 615 


Sequence 


304615, 


c 


509 


12. 


8 


61 


.0 


25 


15 


US-11-121-849-640822 


Sequence 


640822, 


c 


510 


12. 


8 


61 


.0 


25 


16 


US-11-136-527-238983 


Sequence 


238983, 


c 


511 


12. 


8 


61 


.0 


25 


16 


US-11-136-527-254588 


Sequence 


254588, 


c 


512 


12. 


8 


61 


.0 


25 


16 


US-11-136-527-254 609 


Sequence 


254609, 




513 


12. 


8 


61 


.0 


25 


16 


US-11-136-527-284941 


Sequence 


284941, 


c 


514 


12. 


8 


61 


.0 


29 


6 


US-10-210-327A-4 


Sequence 4, Appli 


c 


515 


12. 


8 


61 


.0 


30 


10 


US-10-850-359-647 


Sequence 


647, App 


c 


516 


12. 


6 


60 


.0 


19 


11 


US-10-310-914A-45156 


Sequence 


45156, A 


c 


517 


12. 


6 


60 


.0 


19 


11 


US-10-310-914A-813835 


Sequence 


813835, 




518 


12. 


6 


60 


.0 


19 


14 


US-11-083-784-377939 


Sequence 


377939, 




519 


12. 


6 


60 


.0 


19 


14 


US-11-083-784-444574 


Sequence 


444574, 




520 


12. 


6 


60 


.0 


19 


15 


US-11-101-244-377939 


Sequence 


377939, 




521 


12. 


6 


60 


.0 


19 


15 


US-11-101-244-444574 


Sequence 


444574, 




522 


12. 


6 


60 


.0 


20 


11 


US-10-310-914A-738693 


Sequence 


738693, 




523 


12. 


6 


60 


.0 


20 


11 


US-10-310-914A-1026079 


Sequence 


1026079, 




524 


12. 


6 


60 


.0 


20 


11 


US-10-831-286A-22795 


Sequence 


22795, A 


c 


525 


12. 


6 


60 


.0 


21 


7 


US-10-411-253-14 


Sequence 14, Appl 


c 


526 


12. 


6 


60 


.0 


21 


11 


US-10-310-914A-114003 


Sequence 


114003, 


c 


527 


12. 


6 


60 


.0 


21 


11 


US-10-310-914A-497936 


Sequence 


497936, 


c 


528 


12. 


6 


60 


.0 


21 


11 


US-10-310-914A-607931 


Sequence 


607931, 


c 


529 


12. 


6 


60 


.0 


21 


11 


US-10-310-914A-615856 


Sequence 


615856, 


c 


530 


12. 


6 


60 


.0 


22 


10 


US-10-915-680-114 


Sequence 


114, App 




531 


12. 


6 


60 


.0 


22 


11 


US-10-310-914A-63130 


Sequence -63130, A 


c 


532 


12. 


6 


60 


.0 


22 


11 


US-10-310-914A-497937 


Sequence 


497937, 


c 


533 


12. 


6 


60 


.0 


22 


11 


US-10-310-914A-921194 


Sequence , 


921194, 


c 


534 


12. 


6 


60 


.0 


22 


11 


US-10-310-914A-964401 


Sequence 


964401, 


c 


535 


12. 


6 


60 


.0 


22 


11 


US-10-310-914A-1350373 


Sequence 


1350373, 




536 


12. 


6 


60 


.0 


23 


8 


US-10-468-753-56 


Sequence 56, Appl 




537 


12. 


6 


60 


.0 


23 


11 


US-10-310-914A- 600582 


Sequence 


600582, 




538 


12. 


6 


60 


.0 


23 


11 


US-10-310-914A-721050 


Sequence 


721050, 


c 


539 


12. 


6 


60 


.0 


23 


11 


US-10-310-914A-832435 


Sequence 


832435, 
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c 


540 


12. 


6 


60 


.0 


23 


11 


US-10-310-914A-112 9117 


Sequence 1129117, 


c 


541 


12. 


6 


60 


.0 


23 


11 


US-10-310-914A-1337948 


Sequence 1337948, 




542 


12. 


6 


60 


.0 


24 


3 


US-09-885-441-51 


Sequence 


51, Appl 


c 


543 


12. 


6 


60 


.0 


24 


3 


US-09-940-185.-1397 


Sequence 


1397, Ap 




544 


12. 


6 


60 


.0 


24 


7 


US-10-424-836-51 


Sequence 


51, Appl 


c 


545 


12. 


6 


60 


.0 


24 


11 


US-10-310-914A-1350359 


Sequence 1350359, 


c 


546 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3430 


Sequence 


3430, Ap 


c 


547 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3431 


Sequence 


3431, Ap 


c 


548 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3432 


Sequence 


3432, Ap 


c 


549 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3433 


Sequence 


3433, Ap 


c 


550 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3434 


Sequence 


3434, Ap 


c 


551 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3435 


Sequence 


3435, Ap 


c 


552 


12. 


6 


60 


.0 


25 


3 


US-09-866-108-3436 


Sequence 


3436, Ap 


c 


553 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2209 


Sequence 


2209, Ap 


c 


554 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2210 


Sequence 


2210, Ap 


c 


555 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2211 


Sequence 


2211, Ap 


c 


556 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2212 


Sequence 


2212, Ap 


c 


557 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2213 


Sequence 


2213, Ap 


c 


558 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2214 


Sequence 


2214, Ap 


c 


559 


12. 


6 


60 


.0 


25 


6 


US-10-060-756A-2215 


Sequence 


2215, Ap 




560 


12. 


6 


60 


.0 


25 


6 


US-10-215-112-10039 


Sequence 


10039, A 


c 


561 


12. 


6 


60 


.0 


25 


6 


US-10-098-263B-21453 


Sequence 


21453, A 


c 


562 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3430 


Sequence 


3430, Ap 


c 


563 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3431 


Sequence 


3431, Ap 


c 


564 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3432 


Sequence 


3432, Ap 


c 


565 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3433 


Sequence 


3433, Ap 


c 


566 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3434 


Sequence 


3434, Ap 


c 


567 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3435 


Sequence 


3435, Ap 


c 


568 


12. 


6 


60 


.0 


25 


8 


US-10-723-361-3436 


Sequence 


3436, Ap 




569 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-15834 


Sequence 


15834, A 




570 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-32333 


Sequence 


32333, A 




571 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-51248 


Sequence 


51248, A 




572 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-57569 


Sequence 


57569, A 




573 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-71559 


Sequence 


71559, A 




574 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-100292 


Sequence 


100292, 




575 


12. 


6 


60 


.0 


25 


8 


US-10-681-773-105826 


Sequence 


105826, 


c 


576 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-14287 


Sequence 


14287, A 


c 


577 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-33304 


Sequence 


33304, A 




578 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-38314 


Sequence 


38314, A 




579 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-43212 


Sequence 


43212, A 




580 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-75511 


Sequence 


75511, A 


c 


581 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-77989 


Sequence 


77989, A 


c 


582 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-86717 


Sequence 


86717, A 




583 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-114990 


Sequence 


114990, 


c 


584 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-123044 


Sequence 


123044, 


c 


585 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-164101 


Sequence 


164101, 


c 


586 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-164102 


Sequence 


164102, 


c 


587 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-18804 6 


Sequence 


188046, 


c 


588 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-247023 


Sequence 


247023, 


c 


589 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-280579 


Sequence 


280579, 




590 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-351947 


Sequence 


351947, 


c 


591 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-360028 


Sequence 


360028, 


c 


592 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-578680 


Sequence 


578680, 




593 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-611941 


Sequence 


611941, 


c 


594 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-633707 


Sequence 


633707, 




595 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-673409 


Sequence 


673409, 




596 


12. 


6 


60 


.0 


25 


8 


US-10-719-956-684973 


Sequence 


684973, 




597 


12. 


6 


60 


.0 


25 


9 


US-10-719-900-57554 


Sequence 


57554, A 




598 


12. 


6 


60 


.0 


25 


9 


US-10-719-900-61385 


Sequence 


61385, A 




599 


12. 


6 


60 


.0 


25 


9 


US-10-719-900-13285 6 


Sequence 


132856, 




600 


12. 


6 


60 


.0 


25 


9 


US-10-719-900-13314 7 


Sequence 


133147, 
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c 


601 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-146693 


Sequence 146693, 


c 


602 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-172511 


Sequence 172511, 




603 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-182901 


Sequence 182901, 


c 


604 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-192948 


Sequence 192948, 




605 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-196597 


Sequence 196597, 


c 


606 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-218647 


Sequence 218647, 




607 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-322161 


Sequence 322161, 




608 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-324495 


Sequence 324495, 




609 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-362786 


Sequence 362786, 




610 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-367231 


Sequence 367231, 


c 


611 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-370484 


Sequence 370484, 




612 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-382454 


Sequence 382454, 


c 


613 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-414952 


Sequence 414952, 




614 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-423735 


Sequence 423735, 


c 


615 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-429919 


Sequence 429919, 




616 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-570572 


Sequence 570572, 


c 


617 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-605162 


Sequence 605162, 


c 


618 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-605163 


Sequence 605163, 


c 


619 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-690673 


Sequence 690673, 




620 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-746057 


Sequence 746057, 


c 


621 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-755197 


Sequence 755197, 


c 


622 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-757527 


Sequence 757527, 


c 


623 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-7857 60 


Sequence 785760, 


c 


624 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-814839 


Sequence 814839, 




625 


12. 


6 


60. 


0 


25 


9 


US-10-7 19-900-815316 


Sequence 815316, 


c 


626 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-846838 


Sequence 84 6838, 




627 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-899584 


Sequence 899584, 




628 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-940491 


Sequence 940491, 




629 


12. 


6 


60. 


0 


25 


9 


US-10-719-900-943369 


Sequence 94 3369, 




630 


12. 


6 


60. 


0 


25 


10 


US-10-809-189-88970 


Sequence 88970, A 




631 


12. 


6 


60. 


0 


25 


10 


US-10-809-189-127144 


Sequence 127144, 


c 


632 


12. 


6 


60. 


0 


25 


10 


US-10-956-157-207030 


Sequence 207030, 


c 


633 


12. 


6 


60. 


0 


25 


10 


US-10-890-77 6A-2209 


Sequence 2209, Ap 


c 


634 


12. 


6 


60. 


0 


25 


10 


US-10-890-776A-2210 


Sequence 2210, Ap 


c 


635 


12. 


6 


60. 


0 


25 


10 


US-10-890-776A-2211 


Sequence 2211, Ap 


c 


636 


12. 


6 


60. 


0 


25 


io 


US-10-890-776A-2212 


Sequence 2212, Ap 


c 


637 


12. 


6 


60. 


0 


25 


10 


US-10-890-776A-2213 


Sequence 2213, Ap 


c 


638 


12. 


6 


60. 


0 


25 


10 


US-10-890-776A-2214 


Sequence 2214, Ap 


c 


639 


12. 


6 


60. 


0 


25 


10 


US-10-890-776A-2215 


Sequence 22i5, Ap 


c 


640 


12. 


6 


60. 


0 


25 


n 


US-10-310-914A-984127 


Sequence 984127, 


c 


641 


12. 


6 


60. 


0 


25 


n 


US-10-310-914A-1153057 


Sequence 1153057, 


c 


642 


12. 


6 


60. 


0 


25 


n 


US-10-932-182A-35669 


Sequence 35669, A 


c 


643 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-29004 


Sequence 29004, A 


c 


644 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-29010 


Sequence 29010, A 


c 


645 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-29017 


Sequence 29017, A 




646 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-55265 


Sequence 55265, A 




647 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-59309 


Sequence 59309, A 




648 


12. 


6 


60. 


0 


25 


li 


US-10-933-982-75442 


Sequence 75442, A 


c 


649 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-84098 


Sequence 84098, A 


c 


650 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-119316 


Sequence 119316, 




651 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-19732 9 


Sequence 197329, 




652 


12. 


6 


60. 


0 


25 


n 


US-10-933-982-197337 


Sequence 197337, 


c 


653 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-18973 


Sequence 18973, A 




654 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-19447 


Sequence 19447, A 




655 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-45685 


Sequence 45685, A 


c 


656 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-96478 


Sequence 96478, A 


c 


657 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-127369 


Sequence 127369, 




658 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-174503 


Sequence 174503, 




659 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-200968 


Sequence 200968, 


c 


660 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-23037 9 


Sequence 230379, 




661 


12. 


6 


60. 


0 


25 


13 


US-11-036-317-230541 


Sequence 230541, 
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662 


12. 


6 


60 


.0 


25 


13 


US-11 




663 


12. 


6 


60 


.0 


25 


13 


US-11 




664 


12. 


6 


60 


.0 


25 


13 


US-11 




665 


12. 


6 


60 


.0 


25 


13 


US-11 


c 


666 


12. 


6 


60 


.0 


25 


13 


US-11 


c 


667 


12. 


6 


60 


.0 


25 


13 


US-11 


c 


668 


12. 
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ALIGNMENTS 



RESULT 1 
US-10-728-491-1 

; Sequence 1, Application US/10728491 
; Publication No. US20040142896A1 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 1 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE : 

OTHER INFORMATION: Antisense oligoribunucleotide poly-DNP-RNA-21 
US-10-728-491-1 

Query Match 100.0%; Score 21; DB 8; Length 21; 
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Best Local Similarity 100.0%; Pred. No. 6.4; 

Matches 21; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I J I I I 
Db 1 GGCUGCGUGCCUCCUCACUGG 21 



RESULT 2 
US-10-728-491-3 

; Sequence 3, Application US/10728491 
; Publication No. US200401428 96A1 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 3 

LENGTH: 21 

TYPE: DNA 
; ORGANISM: artificial sequence 

FEATURE : 

OTHER INFORMATION: Mixed backbone (DNA/RNA) oligonucleotide - MBO-21 
US-10-728-491-3 

Query Match 100.0%; Score 21; DB 8; Length 21; 

Best Local Similarity 85.7%; Pred. No. 6.4; 

Matches 18; Conservative 3; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I : I I I : I I : I I I I I I 
Db 1 GGCUGCGTGCCTCCTCACUGG 21 



RESULT 3 
US-10-801-118-7 

; Sequence 7, Application US/10801118 

; Publication No. US20040248841A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui H 

; APPLICANT: Liao, Hongtao 

; APPLICANT:. Shen, Long 

; APPLICANT: Chen, Xiaolan 

; TITLE OF INVENTION: POLY-DNA-siRNA 

; FILE REFERENCE: DNPP-2007US0 

; CURRENT APPLICATION NUMBER: US/10/8 01,118 

; CURRENT FILING DATE: 2004-03-15 

; NUMBER OF SEQ ID NOS: 8 

SOFTWARE: Patentln version 3.2 
; SEQ ID NO 7 

LENGTH: 21 

TYPE: DNA 

ORGANISM: Human 
US-10-801-118-7 

Query Match 100.0%; Score 21; DB 9; Length 21; 

Best Local Similarity 100.0%; Pred. No. 6.4; 
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Pred. No. is the number of results predicted" by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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6 0 

D VJ . 


n 


9 R 


2 


AR4 R97R7 


AR4 R97R7 

rAxvl ZD y I ZD i 


Q om i on o 

CJCLjUcliLC 


r~> 

<w 


ft 7 


19 6 


6 0 

Vj VJ . 


n 


9 R 


2 


AR4 c i97 c: iR 


AR4 R97 Rft 

rVIv^ ZD y i ZD Q 


cprn i on c o 

OCLJUCilL-C 


V_* 


R4 


19 6 


6 0 

Vj VJ . 


n 


9 R 


o 
z 


AR4 c ;97 c i9 


AP4 R 9 7 R 9 
r\r\.*± zd y f zd y 


Qarri i on r*»o 
OtzL^LiCilL. e 




85 


12 . 6 


6 0 

VJ VJ . 


n 


9 R 


2 


AX RO 0 909 

rt-A. JUU Jv/Z 


AXR00909 

/t-A. J VJ U 17 VJ Z 


Qom ipnpp 

OCLjUCllLC 


V— 


ft 6 
o o 


19 6 

X Z . vj 


6 0 

VJ VJ . 


n 


9 R 


z 


AXR00907 

UU jU J 


avc n 0 Q 0 7 
nAD U U j U j 


O o /^ri i o r\ o 

oequ.en.ee 


C 


ft 7 
o / 


19 6 

X Z . D 


6 0 


. u 


9 R 


9 
z 


AYR00904 


AXROOQ04 


Q o on i on f o 
OCvj LiCllVw e 




ft ft 
o o 


19 6 

X Z . O 


6 0 

D VJ . 


n 


Z J 


9 
z 


AXR0090 R 


aye n 0 9 0 R 

rvA-O VJ VJ -7 U 3 


Q o m i pn r 1 p 
OCLJUdllLC 


v— 


ft 9 

O -7 


19 6 

X Z . O 


6 0 

VJ VJ . 


n 
. \j 


9 S 

Z J 


9 
z 


ay q o 09 0 6 


AXR00906 


oeLjueiiee 




90 


12 . 6 


60 . 


. 0 


25 


2 


AXS0 09 0 7 

flA J \J VJ J? VJ / 


AAD U vj y U / 


oequence 




91 


12 . 6 


60 . 


. 0 


25 


2 


AX500908 


aad uuyuo 


oequence 




92 


12 . 6 


60 . 


. 0 


25 


2 


AX609111 


nAO U y X X X 


O o /^ri l on o 

oequence 




93 


12 . 6 


60 . 


. 0 


25 


2 


AX614250 


nAO Xft Z zd U 


O o /~xi i on /~< o 

oequence 




94 


12 . 6 


60 

O VJ i 


o 


9 6 

Z D 


2 


nni 76810 

DU X / D O X U 


nni Teal n 






9R 


12 . 6 


60 

VJ VJ . 


0 


2 7 


2 


PD7R4 34 7 


PA7 4 7 4 7 
/ zd ft J fl -3 


O o 1 1 on o 

oequence 




96 


12 . 6 


60 . 


0 


2 7 


2 


rf)7 c >4 74 7 


Pm R 4 7 4 7 
/ D ft O ft / 


O o /^n i on /~» o 

oequence 






12 6 


6 0 

Vj VJ i 


n 


9 7 
z / 


9 
z 


PH7R447 7 


/ d44 / J 


Sequence 




Q ft 
y o 


19 6 


6 n 


A 

. U 


9 7 
z / 


9 


P07C;44 7 7 
v»,V^ / D *± *i / / 


nrsn r 4 Ann 
1 ZD ft ft / / 


oequence 




9 9 
y y 


19 6 


6 0 
D VJ . 


, u 


9 7 
Z / 


9 
z 


pqi 9 1979 


PCI 91 Q7Q 


C o/^n i on /*■< o 

oequence 




10 0 


19 6 


6 0 


u 


9 7 
z / 


9 
z 


pqi 9 1947 


pqi 91947 

V.iJl£ 17i J 


Q o cry i o n r* o 




101 


12 . 6 


60 


0 


2 7 


2 


API 9 1 64 0 

rtxv X X D 4 VJ 


AR191640 


Sequence 




102 


12.4 


R 9 

ZD -7 . 


n 


1 6 
x o 


9 
z 


PH7 97974 


CQ797974 


Sequence 


Q 


103 


12 . 4 


R9 

.j y > 




2 1 


2 


P39971 R6 

VwOZZ / X JO 


CS227156 


Sequence 


Q 


104 


12.4 


R9 




9 1 

z X 


2 


P c ?9971 R7 


CS227157 


Sequence 


v_ 




19 4 
x z . *± 


R9 


n 


9 1 
z X 


9 
z 


poo 971 co 
VwOZZ / IjO 


CS227158 


Sequence 


/~> 
v— 


1 06 
x vj o 


19 4 


R9 




9 1 

Z X 


9 
z 


P09971 CO 
v_o z z 1 xzd y 


CS227159 


Sequence 




1 07 
x vj / 


12.4 


59 . 


0 


2 1 


2 


AX667764 


AX663764 


Sequence 




108 


12 . 4 


59 . 


0 


24 


2 


AX4463 8 0 


AX446380 


Sequence 


c 


109 


12 .4 


59. 


0 


28 


2 


AX016306 


AX016306 


Sequence 




110 


12 .2 


58. 


1 


19 


2 


BD181105 


BD181105 


Human DNA 




111 


12 .2 


58. 


1 


19 


2 


AR217672 


AR217672 


Sequence 




112 


12 .2 


58. 


1 


19 


2 


AR255696 


AR255696 


Sequence 




113 


12 .2 


58. 


1 


19 


2 


AR382030 


AR382030 


Sequence 
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11/1 

114 


ha A 
lz . Z 


c o 
bo . 


1 


1 o 

i y 


z 


AK3 yy bio 


AR399518 


Sequence 


c 


TIC 

lib 


IT O 

lz . Z 


C Q 

bo . 


i 
1 


o n 
z U 


Z 


a o o o o i 
A / y / J i 


A79731 Sequence 2 




11/- 

11b 


i n o 
lz . Z 


C Q 

b o . 


i 
i 


o n 
z U 


n 
Z 


AKl U / b / Z 


AR107572 


Sequence 




11 / 


1 O O 
1 Z . Z 


c q 
b o . 


i 


o n 
z u 


Z 


7VQ1 07^7^ 
ZiK 1U O / J 


AR107573 


Sequence 




1 1 o 
JL X O 


10 0 
J. Z . Z 


c q 
D o . 


-L 


0 1 
Z J. 


o 
z 


DiJZ J U 1 D O 


BD230466 


Total gen 




1 1 Q 


1 O 0 
J.Z . z 


c q 
b o . 


1 


o c; 

Z D 


o 
z 




CQ865525 


Sequence 


c 


ion 
iz u 


1 o o 
IZ . z 


c q 
b o . 




o c; 
z 3 


o 
z 


ADO 1 £00 R 


AR216225 


Sequence 


c 


TOT 

lz 1 


TO O 

lz . z 


c q 
b o . 


-i 
L 


o c 
z b 


n 

z 


m djj / b b 


AR633755 


Sequence 




TOO 


TO O 
lz . Z 


C Q 

b o . 


1 


o a 
z o 


Z 


LoUJ / U / O 


CS037078 


Sequence 


c 


T O "5 


TO O 
lz . Z 


C Q 

bo . 


1 


O Q 

z y 


z 


A / y / 3 4 


A79734 Sequence 5 




T O A 

1Z4 


TO O 

lz . z 


c o 
bo . 


1 
1 


O Q 

z y 


Z 


AK 1 Z b b / o 


AR125678 


Sequence 




T 1 C 

12 b 


12.2 


58 . 


1 


z y 


Z 


14 /uy u 


147090 Sequence 20 




1 O £ 

lz b 


1 o o 
lz . z 


c o 
b o . 


1 


O Q 

z y 


Z 


ADCCOC/I O 

AKb b Z b4 / 


AR562547 


Sequence 


c 


T A *7 
lz / 


1 o o 
lz . z 


c q 
b o . 


-I 
1 


O Q 

z y 


Z 


AKb 4 b U y 1 


AR646091 


Sequence 


c 


T O Q 
lZ O 


11 o 

lz . z 


c o 
bo . 


i 
1 


o o 

z y 


z 


AVI Q/1 ATA 

AAlo4 U3 U 


AX184030 


Sequence 




T O Q 

iz y 


1 o 
1 z 


C H 

b / . 


1 


o n 
z u 


z 


nnfi q o d q o 
duuo j ft y / 


BD083497 


Reagents 


c 


t i a 
1 3 U 


1 o 
lz 


C H 

b / . 


1 


o n 
z u 


Z 


nno oococ 
tsuz z o b z b 


BD228525 


IL-17 horn 


c 


T "3 1 
1 J 1 


1 o 
1 Z 


C H 

b / . 


1 
1 


o o 
z u 


Z 


AK3 by / b U 


AR359750 


Sequence 




13^ 


1 A 

lz 


b / . 


1 
1 


O f\ 

z U 


z 


AK4 U3tiy3 


AR403893 


Sequence 




133 


T A 

lz 


c n 

b / . 


1 
1 


o n 
z U 


o 
z 


AD>4 ITTJl 

AK4 3 / / 3 3 


AR437733 


Sequence 


c 


134 


1 o 
1 z 


c n 
b / . 


1 
1 


o n 
z U 


z 


AKby lbb4 


AR691654 


Sequence 


c 


IDC 

Ub 


T O 

1 z 


C 1 

b / . 


1 
1 


o n 
z U 


n 
z 


AK / U b /3b 


AR705736 


Sequence 


c 


13 6 


1 -\ 

lz 


C 1 

b / . 


-I 

1 


z U 


z 


AK / b o z b y 


AR758269 


Sequence 


c 


137 


lz 


b / . 


1 
1 


z U 


z 


A V T /J QATA 

AA14 oUz U 


AX148020 


Sequence 




138 


12 


57 . 


1 


Z U 


z 


Aa3 / / U io 


AX377038 


Sequence 


c 


13 y 


i o 

lz 


C 1 

b / . 


1 
1 


O 1 
z 1 


z 


A / b / b / 


A75767 Sequence 36 


c 


14 0 


1 A 

lz 


C A 

b / . 


1 
1 


o n 
Z 1 


o 
z 


ADAQCT A"3 

AKUo b 1 U3 


AR085103 


Sequence 




i/i 
141 


lz 


r- *n 

b / . 


1 

1 


O T 

z 1 


o 

Z 


avt mni 
AA1U33 / 3 


AX103373 


Sequence 


c 


T A A 

14 z 


1 o 

lz 


c o 
b / . 


1 
1 


o o 
z z 


z 


AY QOCyl 1 A 

AAy Z b4 1 U 


AX926410 


Sequence 


c 


T /I "3 

143 


T O 

lz 


c o 
b / . 


1 


o o 
Z Z 


z 


JJJJ 1 / / / Z 1 


DD177721 


New tumou 


c 


144 


T A 

lz 


C "7 

b / . 


1 


o o 
z z 


z 


aa / y 4 3 z y 


AX794329 


Sequence 


c 


T A C 

14 b 


i o 

lz 


C 1 

b / . 


i 
1 


o o 
z z 


z 


AVOAAAOQ 

aao u u u y O 


AX800098 


Sequence 




14 6 


n A 

lz 


b / . 


i 
1 


O A 

z 4 


z 


AK 1 / 4 1 4 1 


AR174141 


Sequence 




147 


n A 
lz 


C *7 

b / . 


i 

1 


O A 

Z 4 


z 


ADT HA T CO 

AK 1 / 4 1 b O 


AR174158 


Sequence 


c 


148 


T A 

lz 


C A 

b / . 


1 


o c 
z b 


z 


A / b / / b 


A75776 Sequence 45 




14 9 


t a 
lz 


C "7 

b / . 


i 
1 


o c 
z b 


z 


ADACTT T 11 

AKUb 1 IZ / 


AR061127 


Sequence 


c 


150 


1 a 
IZ 


57 . 


1 


zb 


z 


ADAQCT T O 

AKUobllz 


AR085112 


Sequence 




i ri 

151 


i o 

lz 


C A 

b / . 


i 
1 


o c 
z b 


z 


ADOTAOOD 

AKz 3 U 3 / o 


AR230378 


Sequence 




i ro 

lbz 


T A 

lz 


C A 

b / . 


1 
1 


o c 
z b 


z 


ADOI AAOT 

AK3 1 U V 1 3 


AR310073 


Sequence 




T C T 

lb3 


i n 

lz 


C "7 

b / . 


1 


O c: 
z b 


Z 


Mj b u 4 o b 


AR350485 


Sequence 




T C /I 

lb4 


T O 

lz 


C H 

b / . 


1 


o c: 
z b 


Z 


AK4 y 4 z i y 


AR494219 


Sequence 




nee 

1 b b 


1 *■) 

1 z 


C 1 

b / . 


1 


o c 
z b 


z 


AA / o 4 3 Z4 


AX784324 


Sequence 




156 


1 a 

lz 


b / . 


1 


z b 


z 


AVOQ/l TTC 

AA / o 4 3 z b 


AX784325 


Sequence 




157 


T A 

1 z 


c A 

b / . 


i 
1 


z b 


Z 


AA / o 4 3 Z^ b 


AX784326 


Sequence 




158 


12 


57 . 


1 


2 5 


2 


AA /o4 3 z / 


AX784327 


Sequence 




159 


12 


57 . 


1 


z b 


z 


AA /o43z o 


AX784328 


Sequence 




160 


12 


57 . 


1 


2 5 


Z 


AA /o43z y 


AX784329 


Sequence 


c 


161 


12 


57 . 


1 


z 7 


z 


AKU3 y bz 6 


AR039526 


Sequence 


c 


162 


12 


57 . 


1 


3 0 


2 


AR0 / 3 z o 3 


AR073283 


Sequence 


c 


163 


12 


57 . 


1 


3 0 


z 


LbU o Uz y 3 


CS080293 


Sequence 




164 


12 


57 . 


1 


3 0 


2 


CbUoUzy4 


CS080294 


Sequence 


c 


165 


i n 


C A 

b / . 


i 
1 


3 U 


z 


AKb 3 / 3 z y 


AR637329 


Sequence 




166 


i a 
lz 


C A 

b / . 


i 
1 


3 U 


Z 


AKb 3 / 33U 


AR637330 


Sequence 


c 


167 


12 


57 . 


1 


3 U 


z 


AK6 y y 6 y 6 


AR699696 


Sequence 




168 


i o 

lz 


b 7 . 


i 
1 


3 U 


o 
z 


AKb y y b y / 


AR699697 


Sequence 




I6y 


1 o 
IZ 


c: o 
b / . 


i 
1 


o n 
3 U 


z 


AYC1 1 OOC 

AAb 1 IZ 3 b 


AX611235 


Sequence 


c 


170 


11.8 


56. 


2 


16 


2 


CQ858613 


CQ858613 


Sequence 


c 


171 


11.8 


56. 


2 


19 


2 


A83994 


A83994 Sequence 15 


c 


172 


11.8 


56. 


2 


19 


2 


BD191448 


BD191448 


Novel pri 


c 


173. 


11.8 


56 . 


2 


19 


2 


AR242821 


AR242821 


Sequence 




174 


11.8 


56. 


2 


19 


2 


AX040327 


AX040327 


Sequence 
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c 


1 

1 /3 


i i 
XX . 


Q 

o 


c; cz 
3 b . 


Z 


9 n 
z u 


9 
Z 


a i n/i n q 


A10409 Oligonucleo 


c 


1 76 
x / o 


1 1 

X x . 


Q 

o 


R6 

3 D . 


7 


9 n 

z u 


9 
z 


A ft O Q ft ft 
rig j300 


A83988 Sequence 9 


c 


X / / 


1 1 

X X . 


Q 

o 


R6 
3 O • 


o 


9 D 


9 
z 


A ft 7 Q Q ft 

no 3 -7 -? O 


A83998 Sequence 19 


c 


1 7 R 
X / O 


1 1 

X X . 


Q 

o 


R6 
3 D . 


9 


9 n 

z u 


9 
z 


T7m Q 1 4.4. 9 

OU X -7 X 1 1 Z 


RD191442 


Nnvpl ni*i 


c 


1 7 ft 

X / y 


1 1 

X X . 


Q 

o 


ZD D . 


o 


9 n 

z u 


9 
z 


I3U X -7 X *± 3 Z 


RD1 914 S2 


1MWVCX pi 1 


c 


i fin 


1 1 

X X . 


Q 
O 


Zj D 4 


9 


9 n 

Z VJ 


9 
z 


OnO CI QQ1 
DUZ JlyOl 


RD2 R1 9ft 1 

OUZ J 1 > O 1 


Ron ci al 

DU11C OXdX 


c 


1 ft 1 


1 1 

X X . 


Q 
O 


D v . 


9 


9 n 

Z VJ 


9 
z 


AR949R1 R 

/A In. Z 1 Z O X 3 


AR949R1 R 

r\r\.£t ^ Z O X 3 




c 


1 ft7 
x o z 


1 1 

X X . 


Q 
O 


ZD O . 


9 
. z 


9 D 

Z VJ 


2 


AR94 9 ft 9 R 

Z 1 Z O Z 3 


AR94 9 ft 9 R 
/A i\ Z ft Z O Z 3 






1 ft 7 


1 1 

X X . 


O 

o 


3 D < 


9 

. Z 


9 n 
z u 


z 


*D R R Q4 7 9 


ApqcQ/179 
/Ai\.3 3 y fr / Z 


OcvjUcUCc 




1 ft4 

X O fl 


1 1 

X X . 


ft 

o 




9 

. Z 


7 1 
Z X 


9 
z 


PQ9770fi ft 


rq*) 7 7 Ofi ft 


Corn i pn r*a 


c 


i ft r 


1 1 
X X . 


ft 
o 


~> b . 


9 

. Z 


7 1 
Z X 


9 
Z 


PQ97706Q 
ljZj / vjoy 


pqo 7 70^9 

LOZj / VJ D _? 


Qorri i on r^o 




-\ ocz 
loo 


1 1 
X X . 


ft 


d b < 


9 
. Z 


7 1 
Z X 


9 
Z 


AT?9Qft n77 

akz y O U / 3 


AR9 9 ft 07 7 

r^IxZ 17 O VJ / 3 


OCV-JU.CJ.l'^t: 


c 


1 ft 7 
J. o / 


1 1 

X X « 


ft 
o 


o o . 


9 
. Z 


9 9 
z z 


9 
z 


AP0Q7 7Dft 


AR09770R 


Qprri i on r»o 


c 


1 ft ft 
loo 


X X . 


ft 
o 


q cz 


9 
. z 


9 9 
z z 


9 
z 


AR 1 7 Q 67 9 

«tt.X\. X 3 -7 O 3 Z 


ART 7 9fi79 

X 3 -7 O 3 Z 


Cpm ion r»o 


c 


1 ft Q 

x o y 


1 1 

X X . 


ft 
o 


c; cz 

Zj D . 


9 
. z 


9 9 
z z 


9 
z 


AR 1 R4 14 4 


API R4 1 44 


Cpm i on r* a 


c 


i q n 

X y U 


1 1 

X X • 


ft 
o 


Zj D . 


9 
. z 


9 7 

Z 3 


9 
z 


D1J1Q / o o a 


nni fi7ft f. CZ 

DJJIO / ODD 


O Li. i VX V 111 


c 


X -7 X 


1 1 

X X < 


ft 


Zj O i 


2 


9 7 

Z 3 


2 


p»m ft R7 7ft 

OU X O 3 3 / O 


RD1 ft R7 7ft 

„ OUX033/0 


GJn y*v i vi n- 

O U X V _L V -L 1 i 


c 


1 Q7 

X -7 z 


1 1 

X X . 


ft 
o 




9 
. z 


9 7 

Z 3 


9 
z 


0007 077 R 

V-.OVJ/VJ/33 


pqo7077 R 


Cprn ipnpp 


c 


-L _/ J> 


1 1 

X X . 


ft 
o 


c r 
3 D . 


9 
. z 


9 7 

Z 3 


9 
z 


ART 7 Q4 9 9 


ART 794 99 

r\I\. X / -7 ft -7 Z 


Qorn ipupp 


c 


1 Q4 
X y fl 


1 1 

X X . 


ft 
o 


3 O . 


9 
. z 


9 7 

Z 3 • 


9 
z 


AR67 9 1 1 

ril\ O 3 Z X D X 


AP£771 ^1 
AKD 3 Z X b X 


ocLjUcilC t2 


c 


X y 3 


1 1 

X X « 


ft 


R cz 

3 D . 


9 
i z 


9 R 

Z 3 


9 
z 


AR0Q771 n 

rlrvVJ -7 3 / X VJ 


ARO Q7 7 1 0 
rifvVJ y 3 / X U 


O o /^n i on /"■• o 
OtrmXcllL-tr 


c 


x y o 


1 1 
X X , 


ft 
. o 


3 O . 


9 
. Z 


9 R 
Z 3 


9 
Z 


API 7Q£74 
riK X 3 y D 3 *± 


API ;oci4 
HKi 3 y b 3 f± 




c 




IX . 


Q 

. o 


C CZ 

3b . 


9 

, z 


7 C 
Z 3 


9 

z 


AK X 3 1 X 4 b 


API ft414fi 
HKI 3*± Xft D 


Q m i on ^ o 


c 


1 Q Q 

xy o 


X X , 


ft 


c CZ 

3b . 


9 
. Z 


7 R 
Z 3 


9 
Z 


nm n 7 4 ft q 


pni 074 ft 9 

DUl VJ 3 ft O -7 


KTotaT vor^r^m 
IMcw X trv^vjiu 




xy y 


X X , 


Q 


c CZ 

3b . 


9 

. z 


7 CZ 

z b 


9 
Z 


AKU3J / u y 


ARO 97 7 0 9 
r\I\.vj-7 3 / VJ -7 


Qo i^ti i on o 

DCLjuCllLC 




ZUU 


1 1 
X X . 


ft 


3 b . 


9 
. Z 


7 £ 
Z D 


9 
Z 


X 3 27 O 3 3 


AR1 7 9677 


Cpm iprifp 

OCLjU.CJ.lL-C 




Z U J. 


1 1 
X x , 


c> 
. o 


3 b . 


9 
. Z 


7 £ 
Z D 


9 
z 


API RAIZlR 
rilx X 3 *± X 1 3 


AR1 R414R 

r\z\ X 3 ft X ft 3 


Cpm ipti pp 




7 no 


1 1 

X X . 


ft 


3 b 


9 
, Z 


7 ft 
z o 


9 
z 


pnOQ 7 9 7 7 
duu y i z / z 


RnO 97779 

DU U j7 / Z / Z 


"NT OTTO "1 pni 


c 


707 


1 1 

X 1 . 


CZ 


c c 

3 3 


9 
. z 


1 ft 

X O 


9 
z 


oni ft R Q ft 7 

DJJIO J-70 J 


Rm ft R 9 ft 7 
DUX O 3 17 O 3 


\fn\rp 1 nni 
1NU vci kyLJX 




7 n 4 
z u fl 


1 1 

X X . 


CZ 


3 3 


9 
. Z 


1 ft 

X o 


9 
Z 


RH9 9 4 Q ft 9 
DJJZ Z *± -7 O Z 


Rn9 94 9 ft 9 


Ant~"5 apnop 
rillL loClloC 




7 o r 

ZU J 


1 1 

X X ■ 


CZ. 


3 3 


9 
. z 


1 ft 
X o 


9 
z 


AR9 1 1 9 04 

rl£\.Z X X Z VJ *± 


AR9 119 04 
/AxvZ X X Z VJ ft 


C o m lpnpp 
o c 14 U.C 1 lVw C 


c 


one 

ZUD 


X X . 


CZ 

. O 


3 3 


9 
. Z 


1 ft 
X o 


9 
Z 


AY1 Q R 74 1 
.rt-A. x y 3 3 *± X 


AY1 QR74 1 
rvA.X -7 3 3 ft X 


C o /ti ion pp 

OCLjUCIiL-C 




7 n 7 

ZU / 


1 1 
X X , 


. D 


3 3 . 


9 
. Z 


7 n 
z u 


9 
z 


AR 09 R7 9 

t\\\. U Z D 3 3 Z 


AP09 6 R 7 9 
AKU Z D 33 Z 


Co/^i ion /^o 
oct^UtrllL. t; 




7 n q 

ZUo 


1 1 

X X . 


CZ 


33 


9 
. Z 


7 n 
z u 


9 
Z 


AD n^71 ft Q 
nKUO / X O y 


ARO 7 1 ft 9 

r\f\.VJ D / X O -7 


Cpm lpnpp 

OCLjLlCilLC 




7 n q 
z u y 


1 1 

X X . 


(Z 


3 3 


9 
. Z 


7 n 
z u 


9 
Z 


API 1 04Q7 
t\i\. x x u ft y 3 


API 1 04Q7 

/\kx x Uft y 3 


C p/^n i on o 
OcLjUCilL. C 




7 1 n 

Z X U 


1 1 

X X , 


(Z 


cz. c 

33 


9 
, Z 


7 n 
z u 


9 
Z 


Apn -in HA cz 
/\K X 3 / U fi b 


AR 1 7 7 046 
r\t\X 3 / VJ ft D 


Cpm i on r**o 
OcLjUCllL/C 




711 
Z X X 


1 1 

X X ■ 


CZ 
. O 


3 3 


9 
. Z 


7 n 
z u 


9 
Z 


A YQ czo 77 Q 
/-LA. -7 D Z / / ^ 


A YQ 67 77 Q 
nA? b z / / y 


Corn iptipp 


c 


7 17 
Z X Z 


1 1 

X X , 


. b 


3 3 


9 
. Z 


7 n 
z u 


9 
Z 


A VQ CO Q/1 Q 

My b z ofi y 


AX969 ft4 9 


iJCLJUCllL-C 




7 17 
Z X J 


X X . 


(Z 

. d 


3 3 


9 
. Z 


7 n 
z u 


9 
Z 


pni 7 n R4 R 


RD1 70R4 R 

JDU X / VJ _j *± J 


Mpt"bnrl of 

1'IC LilUU V3J- 




7 1/1 
Z14 


1 1 
X X 


(Z 


3 3 


9 
. Z 


7 n 
z u 


9 
Z 


DU X C3 3 3 3 0 


RD18RRR8 

OUX03330 


A hip t" VioH 




ZlJ 


1 1 

X X 


CZ 
. D 


3 3 


9 
• z 


9 0 

Z VJ 


9 
z 


RD9 7 ft 7 fi R 

OUZ O O J) O 3 


Rn9 7 ft 7 6 R 

DIJZ 3 O 3 D 3 


upp _ 7 hi n 

liDlN. Z Ulll 




9 1 6 

Z X O 


1 1 

X X . 


CZ 
. D 


ZJ ZJ 


9 
• z 


9 0 

^ VJ 


2 


AR4 R1 RQO 


AR4 R 1 R 9 0 


Corn lpnpp 




917 

Z X / 


1 1 


. 6 


3 3 


. 2 


2 1 


2 


nni 71777 


nni 717 7 7 

UU X /X / 3 3 


THRRAPFTTT 

X 11 Hi C Hi LJ X 




7 1ft 
Z X O 


1 1 

X X . 


CZ 


3 3 


9 
. z 


9 1 

Z X 


9 
z 


AR9 ft £4 0 
r^X\. Z ZP O *± D U 


AR9 964 6 0 


C o pti i on r* p 




7 1 Q 

z x y 


1 1 

X X . 


CZ 


C C 
3 3 


9 
. z 


9 9 
z z 


9 
z 


Rm 7 7 Q 
IjU X / D / D -7 


Rm 76769 

DUX / D / D -7 


MpfVi nH nf 

nc U i 1LJLJ. LJ X 




7 7 n 

ZZU 


1 1 

X X , 


CZ 


3 3 


9 
. Z 


9 9 
z z 


9 
Z 


AR 1 ft 7 7 R7 
/A in. X O Z Z 3 Z 


API ft77R7 
/\K1 C3 Z Z 3 Z 


C o iti i on p o 

OCL^LiCllCtr 




7 7 1 
Z Z X 


X X . 


CZ 

. o 


3 3 


9 
. Z 


9 9 
z z 


9 
z 


AR79 9 ^9 

ril\.3 Z Z 3 Z D 


AR7 7 7 R7 6 
/\r\. j Z Z 3 Z D 


C o m i on o 




7 7 7 

z z z 


1 1 

X X . 


(Z 


ZZ ZZ 
3 3 


9 
. Z 


7 7 
Z Z 


9 
Z 


AY00 CZA0 CZ 
/\AZ Z 0 H. Z 0 


AY776476 


Com i on P"*o 

OCLjUCilLC 




7 7 7 
Z Z J 


X X 


(Z 


3 3 


9 
. Z 


7 7 
Z Z 


9 
Z 


ay 7 n 7 1 zi n 

/ U3 Xfl U 


AY7 071 40 
M-A. / U 3 X ft U 


Com lpnpp 
OC4UCHLC 


c 


7 7/1 
Z Z 4 


1 1 

X X , 


(Z 


3 3 


9 
. Z 


7 7 
Z 3 


9 
Z 


pni 7 cz 77 n 
rsux / b / / u 


Pni 7 6 7 7 0 
DUX / D / / u 


l v icullQJvJ. (JX 




ZZ D 


1 1 
X X 


(Z 

. b 


C C 
3 3 


9 
. Z 


7 7 
Z 3 


9 
Z 


A Y4 ^4 Q ^ C 
/VAfi 3ft y 3 D 


A Y4 R4 Q R 6 

/\Afi 3ft y 3 D 


Com 1 on p 0 


c 


7 7 £ 

zzo 


1 1 

X X . 


CZ 

. b 


3 3 


9 
. Z 


7 4 
Z *± 


9 
z 


AY9Q0A00 
nAZ y VJ O vj U 


AY7 QOft 00 
nAZ y U O U U 


Com i on po 

OCLjUCilL,C 


c 


7 7 7 
Z Z / 


1 1 

X X . 


(Z 


3 3 


9 
. Z 


7 R 
Z 3 


9 
z 


PHfi 1 ft CZ. ft Q 
Lyo X O D O -7 


PH6 1 ft 6ft 9 

V_V^O XODO ^ 


Cofn i on 00 


c 


7 7 O 
ZZO 


1 1 

X X . 


tz 

. b 


c c 
33 


9 
. Z 


7 R 
Z 3 


9 
Z 


pn CZ. 1 ft c Q 7 

l^d x o o y / 


CQ618697 


Sequence 


c 


77 Q 

z z y 


1 1 

X X . 


(Z 


3 3 


9 
. Z 


7 R 
Z 3 


9 
z 


AR4 >^ft 7t;7 
/\r\.ft 3 -7 / 3 z 


AR459752 


Sequence 




9 7 0 


1 1 

X X . 


(Z 

• D 


zz. c 
3 3 


9 
. z 


9 R 

Z 3 


9 
z 


AR4 Rft 7fi 0 

r\I\.*± 3 -7 / D VJ 


AR459760 


Sequence 


c 


231 


11. 


. 6 


55 


.2 


25 


2 


AX500901 


AX500901 


Sequence 


c 


232 


11. 


. 6 


55 


.2 


25 


2 


AX500909 


AX500909 


Sequence 




233 


11 , 


. 6 


55 


.2 


25 


2 


AX784330 


AX784330 


Sequence 




234 


11. 


.6 


55 


.2 


25 


2 


AX784331 


AX784331 


Sequence 


c 


235 


11. 


.6 


55 


.2 


26 


2 


CQ797677 


CQ797677 


Sequence 
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c 


97 6 

Z -J D 


1 1 

X X • 


c 

■ o 


o o • 


2 


2 7 


2 


RD06ft 69 7 

OUVJOOOZ / 


RD068627 


Ull 4b Jr t l LU 1 L 


v_ 


9 7 7 
z j / 


1 1 

X X < 


c. 
o 


r q 

o o . 


o 
i z 


9 7 
z / 


9 
z 


P07Q76R R 

V-.^ / -7 / O O O 


C07976RR 




C 


9 7 R 


1 1 
X x . 


PT 

o 


q q 

o o . 


o 
. z 


9 7 
z / 


9 
Z 


AD4 07197 
MKfi VJ O X Z / 


AR4 071 97 






9 7 Q 
Z J 7 


1 1 

X X . 


c 
o 


q q 

o o . 


o 
. z 


7 7 
z / 


9 
z 


Ay 767 R4 7 

rtJA / O O O *i / 


AX763847 


Sequence 




9 4 n 

Z 1 VJ 


1 1 

-L X . 


c. 
o 


o o . 


9 


9 R 
^ o 


9 


pqn9n994 


CS020224 


Sequence 




941 

^ *± X 


1 1 
-L X < 


o 


o o . 


. 2 


9 ft 


2 


PR! 60992 


CS160992 


Sequence 




24 2 


1 1 


6 


55 


. 2 


3 0 


2 


API 09711 


AR109711 


Sequence 


v^ 


94 7 
^ *± o 


1 1 
X X . 


c 

. o 


o o • 


9 
. z 


7 0 


2 


RD1 77 777 
ouxoo /o / 


BD133737 


Hybrid en 




244 


1 1 . 


6 


o o . 


, 2 




2 


259884 


E59884 Method for 




245 


1 1 


c 
o 


o o . 


, 2 


O V-» 


2 


AR7 074 97 


AR2 0342 7 


C a, rn ipnfp 


v— 


94 6 

£t *i D 


X X < 


c 
o 


o o . 


9 

. z 




9 


AP996497 

rtlv^ ^ o *± ^ o 


AR226423 




C 


z *± / 


1 1 

X X « 


o 


q q 

O O . 


9 
> z 


o w 


9 
z 


AP9 7 6 6ft 7 


AR9 7 6 6 ft 7 

■rtiv^ O O O O / 


OCVJ^U.Ci.lV-.C 


C 


9 4 ft 
z i o 


1 1 

X X ■ 


c: 
o 


q q 

o o . 


9 
. z 


O VJ 


9 
z 


AP74 099 9 

O *± VJ Z -7 


AR740929 






9 4 9 

Z f£ Z7 


1 1 

X X , 


c 
o 


q R 

o o . 


9 
, z 


O \J 


9 
z 


AR4 04 067 


AR4 04067 




V- 


9 RO 

Z D U 


1 1 

X X . 


, o 


R R 

o o , 


9 
. z 


o u 


2 


AR Rft 1 9 R4 

rt.r\. O O X ^ O 1 


ARR fl 1 9 R4 


OCVjUCllLC 


V— 


9 R 1 

Z _j J. 


1 1 

X X . 


f. 


R R 

o o . 


9 
. z 


o u 


2 


AR690RRR 
rt.rv o ^ <j o o o 


AR6 90RRR 

/\ivO J JO 


OClJUCiiLC 


C 


9 R9 
z o z 


1 1 

X X . 


. o 


R R 

o o . 


9 
> z 


o u 


9 
z 


AY74 7 94 0 
nAJ *± o ^ *± vj 


AX74 724 0 

nAJ rt O ^» M \J 




c 


zoo 


1 1 

X X < 


PT 
. o 


R R 

o o . 


9 
> z 


o u 


z 


AX7 R 7 8 ft ft 
nA J o o o o o 


AX7 R7RR ft 

nAJ O O O O O 


q p» fTl 1PT1PP 




9^4 

z o *± 


1 1 

X X i 


6 
. o 


RR 

O O i 


. 2 


o u 


2 


AX7R4 01 R 


AX7 ft 4 0 1 R 

nAJ O 1 VJ X O 


q p> rn iptipp 

OCljUCllLC 


Q 


255 


11 , 


_ 4 


54 


. 3 


17 


2 


AX7R7469 


AX7 ft 74 6 9 

t\X± 1 O O 1 O -7 




c 


zoo 


X X . 


A 


R4 

Oft . 


. o 


1 7 
x / 


9 
z 


AY7R7470 

rxA / O O *± / VJ 


AX7ft 7470 


OCLJUCliLC 


c 


9 R 7 
z o / 


1 1 


4 


54 


. 3 


17 


2 


AY787471 

nil / U J ^ / J_ 


AX7R 7471 


CprniPTlPP 


c 


oco 

Z 3 O 


1 1 

X X < 


4 

. *± 


R4 
o*± 


. o 


1 7 
x / 


9 
z 


AY7R7 4 79 


AX7R7479 

/lA / O jl / Z. 




c 


OCQ 
Z J > 


X X . 


4 


R4 

O 1 


. o 


1 7 
X / 


2 


AY7R7477 

rtA / O O ^ / O 


AX7 ft 7 4 7 7 

nA / O O i / O 


q^m i p^ti pp 




Q £ A 


1 1 

X X , 


4 


4 

O ft 


. o 


1 R 
X O 


9 
z 


AR07ft ft66 
rvrvvj / o o O O 


AP0 7 R R 6 6 

r\I\.VJ / O O O O 


q ryi -i pifi P 1 P> 


c 


9 £ 1 
Z O X 


1 1 

X X . 


4 


R4 
O ft 


. o 


1 ft 
X o 


z 


RHOft 6 9 6 7 

DU VJ O o z o / 


pnn R 69 6 7 

DUU O O Z O / 


Vpphnr R 




9 6 9 
Z O Z 


1 1 

X X , 


4 


R4 
O *± 


-2 
. O 


1 ft 
X o 


o 
z 


AR9 1 R60 R 

AVivZ X O O VJ o 


ado 1 R6 0 R 
iAI\.Z X o o vj o 


Qprn i on r* e± 

DCVjUClltC 


c 


zoo 


X X , 


4 
. ft 


R 4 
O ft 


"2 
. O 


1 ft 
X o 


9 
Z 


AY 0 0 7 4 0 7 
/\A VJ VJ O ft VJ O 


AX0 074 07 


q p» rn iptipp 




OCA 
Z Oft 


1 1 

X X . 


4 
. ft 


Q4 
Oft 


. o 


9 n 
z u 


9 
Z 


AP 1 0 7 R 6 ft 
ril\. X VJ / O O O 


API 07R6R 
rilvX VJ / O O O 


Com iptipp 




zoo 


1 1 

X X , 


4 
. ft 


R4 
Oft 


-2 

. o 


9 n 
z u 


9 

z • 


Z1P1 07 R6 Q 
M.f\ X VJ / jD7 


API 07 R6 9 

■rllvX VJ / O O ^7 


qom ~\ on o 

QCL^U.CllL.C 




9 6 6 
zoo 


1 1 

X X . 


4 
. ft 


R4 
0 1 


"2 
. O 


9 n 


9 
z 


ART 07 R70 

X VJ / O / VJ 


ART 07R70 

AI\X \J 1 O / VJ 






9 6 7 

z o / 


1 1 

X X 


4 


R4 
o 1 


. O 


9 0 
z u 


9 
z 


API 07 R71 

r\i\.X VJ / O / X 


ART 07 R7 1 
r^rtx VJ / O / X 


q o m i pin r~" o 


c 


9 6 ft 
ZOO 


X X 


4 


R4 
Oft 


-2 
. O 


9 0 
z u 


9 
z 


API 4 ft 977 

rii\J.1 O Z / O 


ART 4R977 


Cprni pnpp 




9 6 Q 
Z O 27 


X X 


4 

. ft 


R4 
Oft 


. o 


9 n 

Z VJ 


9 
z 


RDOft ft R76 
DUU o o o / o 


RD0RRR76 

OUVJ o O o / o 


A mo t~ Vi Drl 

n 11 IC L.11VJVX 


c 


9 7 n 
z / u 


X X 


4 
. ft 


R4 
O ^± 


O 

. o 


9 n 
z u 


9 
z 


ZiP777ft9Q 
ni\ j / O O Z -7 


AR777R99 


q p» pTi lpnpp 


c 


9 71 
Z / X 


X X 


4 
. ft 


R4 

O ft 


. O 


9 n 

Z VJ 


9 
z 


AY09 00R9 

M-A. VJ Z VJ VJ O Z 


AXO 9 0 0 R 9 

nA VJ Z VJ VJ O Z 


qom ion fo 


c 


9 7 9 
z / z 


1 1 

X X . 


4 


R4 
o *± 


-I 

. o 


9 n 

Z VJ 


2 


AX4 1 RR9 6 

r\X\. '-t X O O £t O 


AX4 1 ft ft 9 6 

r\J\. M X O O Z D 


q o rn lpnrp 


c 


7 7 "5 
Z / O 


X X 


4 
. ft 


c;4 

Oft 


-> 
. o 


9 n 

Z VJ 


9 

z 


AX 6 R 7 4 07 

nA O O / *x VJ / 


AX6 R74 0 7 

nAD O / *± VJ / 


qom lpnrp 




9 74 
Z / ft 


X X 


4 


R4 
Oft 


"2 

. o 


9 1 
z X 


9 
z 


AX 1 14 799 

nA X X *± O Z Z 


AX1 14792 

nA. X X *± O £t 


q o m iptipp 




9 7 R 
z / o 


11 


t 4 


54 


. 3 


2 1 


2 


AX4 Rft 792 


AX4 RR799 

nA^r O O / Z 


q o m lpnpp 


c 


9 7 6 
z / o 


1 1 

X X 


4 


R4 
o *± 


-2 

. o 


9 9 
z z 


9 
z 


AR 1 69 04 9 

r\l\ X O ^ VJ *± j 


ART 69 04 9 
ni\ lOAUtJ 


q o rn lpnpp 


/-< 


Oil 
z / / 


1 1 


4 


R4 

o 


t 3 


22 


2 


CO 97177 4 


C09 7 1 774 




c 


9 7 fl 
z / o 


X X 


4 


R4 

O fx 


-2 
. O 


99 
z z 


9 
z 


pci 67 097 

V^OXOOVJ.7 / 


pqi 67097 


q o m iptipp 




9 7 9 

Z / -7 


1 1 

X X 


4 


R4 
o *± 


. o 


99 
^ z 


9 


AX97 R47 1 


AX7 7 R4 7 1 

t\X\.£t O O t / X 






9 p n 
z o u 


1 1 
X X 


4 


R4 
O ft 


. o 


9 9 
z z 


9 
z 


AX97 R4 ft 7 


AX9 7 R4 ft 7 






Zol 


X X 


4 
. ft 


c; 4 

O ft 


-2 

. o 


9 9 
z z 


9 
z 


AX76949 1 

rVA / O -7 t Z X 


AX7 6 9491 

nA / Q -7 t Z X 


q o m iptipp 




O fl 9 
Z O Z 


1 1 
X X 


4 
. ft 


c; 4 
O ft 


-2 
. O 


9 7 
Z O 


9 
Z 


AP 1 4 6 7 6 0 
-rlr\.X*± O / O VJ 


AR14676 0 


Secmence 




9 fl 7 
ZOO 


1 1 

X X 


4 
. rt 


R4 
O ft 


~2 
. O 


97 
z o 


9 
z 


RH1 4 9 691 

D LJ It Z O »7 X 


BD142691 


Polypepti 


c 


9 Q 4 
Z O ft 


X X 


4 
. ft 


R 4 
O ft 


. O 


9 7 


9 
z 


PDR 7 R9 1 9 
v^v^o /ozx^ 


CQ875212 


Sequence 




z o o 


X X 


4 


R 4 

O *i 


"2 
. O 


9 7 
z o 


9 
z 


rq i 74 R9 Q 

V_0 X /*±OZ-7 


CS174529 


Sequence 


c 


9 fl 6 
ZOO 


1 1 

X X 


4 


R4 
O fx 


-2 
. O 


97 
z o 


9 
z 


AX0777R9 

r\j\ VJ / / O O 


AX077382 


Sequence 


c 


7 Q 7 
Z O / 


1 1 
X X 


4 
. ft 


Oft 


. O 


94 
Z ft 


9 
z 


Rn06 9 17 7 

DL/uD 17 X O O 


BD069133 


Methods f 




9 fl fl 
ZOO 


1 1 

X X 


4 


R4 
o *± 


o 
. o 


94 

Z *x 


9 
z 


pq i c -j i 0 0 
toio j xvjvj 


CS163100 


Sequence 




9 R Q 

Z O J7 


1 1 

X X 


4 


R4 
o t 


. O 


94 
z *± 


9 
z 


pq94 R69 R 

\— O ^ i O D O 


CS245625 


Sequence 




9 q n 

Z U 


1 1 

X X 


4 


R4 

O 1 


. o 


94 
z *± 


9 
z 


AR9 R9 74 6 

/ArvZ O Z / t O 


AR252746 


Sequence 




9 91 

•P -7 X 


11 


t 4 


54 


. 3 


24 


2 


AR4 90184 


AR490184 


Sequence 




292 


11 


. 4 


54 


.3 


24 


2 


AR693636 


AR693636 


Sequence 




293 


11. 


. 4 


54 


.3 


24 


2 


AR706188 


AR706188 


Sequence 




294 


11 


.4 


54 


.3 


24 


2 


AR757561 


AR757561 


Sequence 




295 


11. 


.4 


54 


.3 


24 


2 


AR759061 


AR759061 


Sequence 




296 


11 


.4 


54 


.3 


24 


2 


AR776375 


AR776375 


Sequence 



http://es/ScoreAccessWeb/GetItem.action?AppId=10728491&seqId=836594&ItemName=u.:. 11/21/06 



SCORE Search Results Details for Application 10728491 and Search Result us- 10-728-4... Page 7 of 40 





9 Q 7 

Z 27 / 


i i 
X x . 


A 
, ft 


c; a 

3ft 


. 3 


9 4 
Z ft 


9 
Z 


Zl Y4 fl 7 £ 7 Q 
/\Aft U3 03 


a Y4 f)7 fi7 Q 

MA ft UjOj5 




c 


Z -7 O 


X X , 


A 
. ft 


R4 
Oft 


. 3 


9 R 
o 


9 
z 


P07fi77fi7 


PO7 67 70 7 




c 


Zyy 


1 1 

X X . 


A 

, ft 


R4 
3ft 


. 3 


9 c; 
z o 


9 
Z 


a.p £ Q7 r n n 


ARfi Q7 RDO 


OCsJUCllOC 


c 


300 


1 1 

X x < 


A 
< ft 


R4 
3 ft 


7 

. 3 


9 R 
^ o 


2 


AR769 99 7 


AP769997 


c 0 rri i pn c o 

iJCVJ Ll\ZllVvC 


c 




1 1 
X x . 


A 

. ft 


R4 
Oft 


. 3 


9 R 
z o 


9 
z 


AP7774Q4 


AR7 774 Q4 
Mrs, / / / *± y *± 




/— > 
V- 


709 


X x . 


A 
. ft 


R4 
Oft 


. 3 


9 R 
z o 


9 


AYR7 ft 919 

/^A. O 3 O Z X <5 


AYR7R91 9 

MAO 3 O X <S 


O Ci U Li. Cill V_ C 


c 


7 n 7 

j U j 


X x . 


A 
. ft 


R4 

Oft 


. 3 


9 R 
z o 


9 
Z 


&Y7ft4 7RQ 
/ O ft 3 O -7 


a Y7ft4 7 RQ 
MA / O ft 3 0 y 




c 


J U ft 


i i 

X x . 


A 

. ft 


c; 4 

O ft 


. 3 


9 R 
Z O 


9 
z 


&Y7ft4 7 ^ fl 
/ O ft 3 O VJ 


AY7 ft4 7 C 0 
MA / O ft 3 O U 




c 


TOR 


1 1 

X X . 


A 
• ft 


R4 
Oft 


. 3 


9 R 
z o 


9 
z 


ZXY7ft4 7fi 1 
/-iA. / O ft 3 D X 


A Y7 ft 4 7 1 

MA / O ft 3 0 X 


Com lonpo 


c 


7 n £ 


1 1 

X X < 


A 

. ft 


c/ 
Oft 


. 3 


9 R 
Z O 


9 
Z 


AY7Q4 7£9 
nA / Oft 3 0 Z 


AY7ft47C9 
MA / Oft 3 O Z 


O A /*T1 1 d TT\ r~i 

oclJUcIlCc 


c 


7 n 7 


1 1 

X X . 


A 
> ft 


t;4 

O ft 


. 3 


9 R 
Z O 


9 

z 


2iY7ft4 7fi7 
/ Oft 3 0 3 


A Y7 ft 4 7 7 
MA / O ft 3 O 3 


Qorn iptipp 


c 


*5 n q 


X X . 


A 

, ft 


R /i 
O ft 


. 3 


7 R 
Z O 


9 
Z 


AY7D4 7C4 
AA / Oft 3 O ft 


A Y7 Q4 7 C4 
MA / Oft 3 b ft 


oequenc e 


c 


j\Jy 


1 1 


A 

. ft 


R a 
O ft 


. 3 


9 R 
Z O 


9 
Z 


AY7Q47£t; 
HA / O ft 3 O 0 


AY7A47CR 
MA / Oft 3 D O 


oequerice 


c 




X 1 . 


A 
, ft 


R 4 
Oft 


. 3 


9 c 
Z O 


9 
Z 


ZiY7Q47^^ 
AA / Oft 3 O 0 


A Y7 ft4 7 C C 
MA / O ft 3 D O 


ocquence 


c 


"31 1 

3 J. _L 


1 1 
X X < 


A 

• ft 


R4 
Oft 


. 3 


9 R 
Z O 


9 
Z 


2i,Y7ft4 7fi7 
/iA. / Oft 3 D / 


A Y7 fl4 7 7 
MA / Oft 3 D / 




c 


3 x z 


1 1 

X X . 


. ft 


R4 

Ofi 


o 

. 3 


9 R 
Z O 


9 
Z 


ZXY 7 ft 4 7fi ft 
/ O ft 3 O O 


AY7 ft4 7 ft 
MA / O ft 3 O O 




c 


JlJ 


1 1 

X X . 


/ 
. ft 


Oft 


*3 
. 3 


9 R 
Z O 


9 
Z 


AV7ft4 7fiQ 
i-iA / O ft 3 O -7 


AY7ft47CQ 
MA / O ft 3 0 y 


0 U. tr 1 1 L» t: 


c 


7 1 4 
3 X ft 


"1 1 

X X < 


A 
, ft 


R4 
Oft 


. 3 


9 R 
Z O 


9 
z 


av 7 ft 4 7 7 H 
/\A / O ft 3 / U 


A Y7 ft4 7 7 0 
MA / O ft 3 / U 


Q 0 fT\ ionPo 
0 trs^LIcrX J.L. t: 


c 


c 

jl J 


1 1 

X X . 


A 
. ft 


O ft 


. 3 


9 R 
Z O 


9 
Z 


77 1 
/ O ft 3 / X 


AY7 ft 4 7 7 1 
MA / O ft 3 /X 






7 1 


1 1 

X X . 


A 
• ft 


R4 
Oft 


7 

. 3 


9 Q 

Z -7 


9 
z 


Rfll 4 9 £Q 7 
X t Z D -7 3 


oni 496Q7 

DL/14 Z O y 3 


ru x y kyc Ly L. x 


c 


717 
3 X / 


1 1 

X X , 


A 


O ft 


7 

. 3 


9 Q 
z _? 


9 
z 


&Pfifl4 ft4 


ARfi 04 ft 4 
Mrs. 0 uioio 


OCl|UCllL.C 


c 


7 1 ft 
3 x o 


1 1 

X X . 


A 


R4 

O ft 


7 

. 3 


9 Q 

Z -7 


9 
z 


Apfi7QftQ R 
/A xv D 3 -7 O -7 O 


ARfi 7 9 ft 9 R 

Mrs.u 3 -7 O -7 0 




c 




1 1 
X X , 


A 

. ft 


c/ 
Oft 


7 
. 3 


9 Q 

Z -7 


9 
z 


a.PC494Qn 
Mrs. O ft Z ft U 


APC494QH 
MIxO ft Z ft -7 U 


Cpm 1 0 r-| /*-. p. 

otr Lj^ Litr J.1 tr 


c 


3 z u 


1 1 

X X , 


A 
, ft 


R4 
Oft 


7 ' 
. 3 


7 n 

3 U 


9 
Z 


AK U U X U / 


Apnom r>7 

MKU 5U1U / 




c 


J Z 1 


1 1 

X X . 


A 
. ft 


R4 
Oft 


7 
. 3 


7 n 

3 U 


9 
Z 


API 1 QQ4Q 

Ml x i? Oft i7 


API 1 Q ft A Q 
MKX X j O ft y 


ocquence 


c 


7 9 9 
J z z 


1 1 

X X . 


A 

. ft 


c/ 
Oft 


7 
. 3 


7 n 

3 U 


9 
z 


AD "1 Q7 1 4 9 
rt.r\. X -7 / X ft Z 


API Q71 4 9 
Mrs. x j / iiz 




c 


7 9 7 


X X . 


A ' 
, ft 


R4 
O ft 


7 
. 3 


7 n 

3 u 


9 
z 


AP90ft9Q7 

M.r\ Z U O Z -7 3 


AR9 Oft 9 Q7 
nis/i uoz J j 


C ppn ipnpp 


c 


7 9 4 
J Z fx 


X X , 


A 
, ft 


R4 
Oft 


7 
. 3 


7 n 

3 U 


9 
Z 


AP9RQ9Q^ 
nKZ O -7 Z -7 D 


AP9 R Q9 Qfi 
MKZ O ^ Z y O 


Q 0 pn ipnpp 


c 


3 Z D 


1 1 

X X . 


A 
. ft 


c/ 
O ft 


7 
. 3 


7 n 

3 U 


9 
z 


2\y n R 7 1 n 7 

MA U O / X U 3 


AYD R7 1 07 

MA U O / X U 3 


Cpm i on r^o 




7 O £ 
3 Z b 


1 1 
X 1 , 


. Z 


R 7 
o 3 


7 
. 3 


X D 


9 
Z 


API 4R777 
/\KXft 0 / / / 


API 4 R777 
MKX ft O / / / 


oeqiierice 


c 


7 9 7 
3 Z / 


i i 

X X . 


9 
. Z 


R 7 

O J 


7 
. 3 


1 7 

X / 


9 
Z 


pHf; i C7ci 

V*. V" X O / O X 


COfi 1 R 7fi 1 
s^V^D X O / D X 




c 


7 7 £} 
3 Z 0 


X 1 , 


9 
, Z 


R 7 
O 0 


7 
. 3 


1 7 
X / 


9 
Z 


PH£ 1 R 7^ 9 
LyD X 0 / O Z 


PHS 1 R 7C9 
s^v^O XO / O Z 


Q O PTl 1DT1PP 


c 


7 9 Q 
•j Z I? 


1 1 
X X 


9 
. Z 


r 7 

O 3 


7 
. 3 


1 7 
X / 


9 
Z 


CDZO 1 £7 7 
^yoz X O 3 / 


r*nc9i ^77 

L.V^O Z X O 3 / 


Q opti 1 on p"* 0 
OCL[UcilLC 


c 


7 7 n 

j j u 


1 1 

X X , 


9 
• z 


R7 
o 3 


7 
. 3 


1 7 
X / 


9 
z 


rnfi9 1 ^7 ft 

LyOA X O 3 O 


roc 9 1 67 a 

L.V^O Z X O 3 O 


Q 0 pn 1 0 n p^ 0 


c 


7 7 1 
j j 1 


"1 1 
X X . 


9 
. Z 


R 7 
o 0 


7 
• V 


1 7 
X / 


9 
Z 


AP4 R £ ft 9 4 
Mrs. ft O O O Z ft 


AP4 R 6 ft 94 
Mlvfi 0 0 O Z ft 




c 


7 7 9 
j j Z 


"I 1 
X X . 


9 
, Z 


O 3 


7 
. 3 


1 7 
X / 


9 
Z 


AP4R£ft9 R 
MKfi O O O Z O 


AP4 R 6 ft 9 R 
MKft O O O Z O 


Q opti ionpo 


c 


7 7 7 


1 1 

X 1 , 


9 
. Z 


R 7 
33 


7 
. 3 


1 7 


9 
Z 


APj4C77rin 

AKft b z / U U 


AR462700 


Sequence 


c 


7 7/1 


1 1 

X 1 , 


9 
, Z 


R "3 
03 


7 
. 3 


1 7 
X / 


9 
Z 


AP4C77H1 
MKfl O Z / U X 


AR462701 


Sequence 


c 


JJ J 


X X , 


9 
■ Z 


R 7 
O o 


7 
. 3 


1 7 
X / 


9 
Z 


AY71 R77H 
AAZ X 0 3 / U 


AX215370 


Sequence 




7 7 £ 


X X . 


9 
, Z 


R 7 
o 3 


7 
. 3 


X / 


9 
Z 


AY/1 QQR7R 
MA ft J y O / O 


AX499575 


Sequence 




7 7 7 

3 3/ 


X X . 


. Z 


o 3 


. 3 


1 7 
X / 


9 
Z 


MA ft y y O / O 


AX499576 


Sequence 




7 7ft 
J J o 


1 1 
X X . 


9 
. z 


R7 
o 3 


7 

. 3 


1 ft 
X o 


9 
z 


Cj U ft -7 O O 


E 04 956 DNA sequenc 


c 


7 7 Q 
j j ? 


1 1 

X X . 


9 
. Z 


CT 
O 3 


7 
. 3 


1 ft 
X o 


9 
Z 


APR^ftftftl 
MKO O O O 0 X 


AR568881 


Sequence 




7 4 n 

3 ft U 


1 1 

X X . 


9 
, Z 


R 7 
O 3 


7 
. 3 


1 Q 
X J 


9 
Z 


API 4R77Q 
MKXfi O / / y 


AR145779 


Sequence 




741 
j> i j. 


11 


2 


R7 

O 3 


7 

. 3 


19 


2 


pq i 74 R4 n 


CS174540 


Sequence 




74 9 
J ft z 


1 1 

X X . 


7 
, Z. 


• O 3 


7 
• 3 


1 Q 
x y 


9 
z 


nn i c. 4 a 7 ft 

J-/L-/ X O ft O 3 O 


DD164838 


Methods 0 




74 7 

J T J 


1 1 

X X . 


9 
. z 


R7 
O 3 


7 
. 3 


9 n 
z u 


9 
z 


APOHfiftl R 
MK. UUDOl j 


AR006815 


Sequence 




74 4 
.3 ft ft 


T I 

X X < 


9 
, z 


O 3 


7 
. 3 


9 n 
z u 


9 
z 


API 941 77 
Mrs. X Z ft X 3 / 


AR124137 


Sequence 




7 4 R 
3 ft O 


X X , 


9 
, Z 


c; 7 
O 3 


7 
. 3 


7 n 
z u 


9 
Z 


nnnn i q 7 r 
dUUU X y / 0 


BD001975 


Process f 


c 


7 4^ 
3 ft O 


1 1 
X X . 


9 
, Z 


c; 7 

O 3 


7 
. 3 


9 n 
z u 


9 
Z 


AP977799 
MKZ S> 0 5 Z Z 


AR233322 


Sequence 




7 4 7 
3fi / 


1 1 
XX . 


9 
, Z 


o3 


7 
. 3 


7 n 
z U 


9 
Z 


TCI 1 7 C 
X O X X / O 


161176 Sequence 1 




7 4 D 
3 ft O 


X X , 


9 
. Z 


C 7 
03 


7 
. 3 


7 n 
z u 


9 
Z 


T 7 1 7 7 7 
X / X 3 Z / 


171327 Sequence 11 




7 4 Q 
j ft 


1 1 
X X . 


9 
. Z 


c; 7 
O 3 


7 
. 3 


7 n 
z u 


9 
Z 


T 7 ft 7 9 R 
X / O / Z O 


178725 Sequence 1 




Ten 


1 1 

X X . 


9 
Z 


c; 7 

03 


7 
. 3 


7 n 
z u 


9 
Z 


AP7Q74Q7 
MK3 i7 / ft 0 3 


AR397483 


Sequence 




TCI 

jjl 


X X . 


9 
. Z 


c; 7 

03 


7 
. 3 


7 n 
z u 


9 
Z 


APRftHI 4ft 
MKO O U Xfl O 


AR580148 


Sequence 




7^9 

O ~J ^ 


11 , 


2 


R7 


7 
> o 


9 n 


2 


rtlS \J J J / J 1 


AR655751 


Sequence 




353 


11. 


2 


53 


.3 


20 


2 


AR690289 


AR690289 


Sequence 


c 


354 


11. 


. 2 


53. 


.3 


20 


2 


AR690361 


AR690361 


Sequence 


c 


355 


11. 


,2 


53. 


.3 


20 


2 


AX662807 


AX662807 


Sequence 


c 


356 


11. 


,2 


53 . 


.3 


20 


2 


AX663381 


AX663381 


Sequence 


c 


357 


11. 


,2 


53 , 


.3 


21 


2 


CQ812195 


CQ812195 


Sequence 
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m ft 

-J -J o 


11 


. 2 


R7 
3 3 


7 

. 3 


2 1 


2 


POfilfifi4 1 

V>y OlU D ^ X 


CQ816641 


Sequence 


C 


7^9 
3 3 .7 


i i 


9 
, z 


R7 


o 
. 3 


9 1 
z X 


9 
z 


^■3 X / 3 3 O X 


CS173581 


Sequence 




9 £ n 


1 1 
X X . 


9 
. z 


c;7 

3 j 


9 
. 3 


9 1 
z X 


9 
z 


r\I\.Z -7 -7 U 3 O 


AR299058 


Sequence 




TCI 
JD J. 


X X . 


9 

. z 


R 9 
JJ 


9 
. 3 


9 1 
Z X 


9 
Z 


AVI C4491 
HA X3ft ft Z X 


AX154421 


Sequence 




3 oz 


1 1 
X J. < 


9 
. Z 


c: 9 
jj 


9 
. 3 


9 1 
Z X 


9 
Z 


AY4 £7 1 1 £ 
/\Aft D 3 X X O 


AX463116 


Sequence 




9 £ ^ 


1 "I 
X ± . 


9 
, z 


R7 
3 j 


9 
. 3 


9 9 
z z 


9 
z 


Afi4 07 1 


A64071 Sequence 8 






1 1 

X X . 


9 
> z 


^7 

3 3 


9 

. 3 


9 9 
z z 


9 
z 


ad "i 777Q7 

nl\ij / 3 -7 3 


AR137393 


Sequence 


C 


7 £ c: 


1 1 

X X , 


9 
> z 


E. 9 
3 j 


9 

. 3 


9 9 
z z 


9 
z 


RH01 0Qfi1 

DU U X VJ -7 D X 


BD010961 


Novel phy 


c 


9 £ £ 


1 1 

X X . 


9 

. z 


3 j 


9 
. 3 


9 9 
z z 


9 
z 


RT101 OQfifi 


BD010966 


Novel phy 


c 


9 £ 7 

JO / 


1 1 

X X i 


9 
, z 


c; 7 

3 3 


9 
. 3 


9 9 
z z 


o 
z 


RnOQ79fi 7 

JDL/ U -7 3 Z D / 


BD093267 Novel phy 


v_ 


Ifi ft 
300 


1 1 

X X . 


9 
■ z 


R7 

j j 


9 

. 3 


9 9 
z z 


2 


RD097979 


BD093272 


Novel phy 


c 


-J o ^ 


11 


. 2 


R7 
~j j 


. 3 


2 2 


2 


T4 fifi Oft 

1 1 O O v O 


146608 Sequence 58 


c 


3 / VJ 


1 1 

X X 


9 
. z 


^7 
j j 


9 

. 3 


9 9 
z z 


2 


AX Rft 776 0 

r\J\ JO / 3 O U 


a YR87760 

nA J O / 3 O VJ 




c 


7 1 

J / X 


1 1 

X X . 


9 
» z 


c; 7 

3 J 


9 
. 3 


9 7 

Z 3 


9 
z 


PQ Oft 0 101 


pqnftOI 01 

VwOUOUXVJX 




c 


7 7 9 

3 / Z 


1 1 

X X , 


9 
. z 


c T 
3 J 


9 
. 3 


9 7 

Z 3 


9 
z 


pc nft o 109 


pcnftOI 09 




c 


7 7 7 
3/3 


1 1 

X X . 


9 
. z 


R7 
D 3 


9 

. 3 


94 

Z 1 


9 
z 


pr\ft9777 Q 

LyO Z / / / -7 


PHft 97779 
v^v^o Z / / / J7 


otrv^u.ci.iVwtr 


c 


7 7 4 
3 / ft 


1 1 

X X , 


9 
. z 


c; 9 

3 J 


9 
. 3 


9 4 

Z ft 


9 
z 


nnfl 9 7 ft 7 7 

L.yOZ / O 3 3 


PPlft 9 7 ft 7 7 
VwVj^O Z / O 3 3 


Q o i on r 1 o 


c 


7 7^ 
3/3 


1 1 

X X . 


9 
. z 


R7 

3 J 


9 

. 3 


9 4 

Z 1 


9 
z 


ad cr q c: Aft c; 

i-ilx. 3 -7 3 U O 3 


AKD 27 3 U O 3 


oequencc 


V— 


77 

3 / O 


1 1 

X X , 


9 
. z 


R7 

3 J 


9 

. 3 


94 
z *± 


9 
z 


ay 09 -i 99 c; 

rA_A. VJl JJ J 


AY071 77R 
AAU3 X3 3 3 


oequence 




7 7 7 
3 / / 


1 1 

X X . 


9 
. z 


C. 9 


9 
• 3 


9 4 
Z ft 


9 


AYOQ1 Q Q 9 
riAZ j7 X j7 J? 3 


a Y9 q 1 q q 9 

nAZ j7 X -7 J7 3 


ot!vJ l U.fc:il\_fc: 




77 ft 
3/0 


1 1 

X X . 


9 
. z 


R7 
o 3 


9 

. 3 


9 R 

Z 3 


9 
z 


RD974 Rft R 

DUa Jl 303 


RH9 9 4 R ft R 
I3iJZ3fi303 


ui m^vjciiiiy x 




3 7 9 


11 


. 2 


53 


, 3 


25 


2 


S<; w XU U J U 


1 ft 6 9 ft 
LyO loo jo 




c 


3 8 0 


11 


, 2 


53 


. 3 


25 


2 


C0618 69 9 


POfi 1 ft 6 9 9 
L.yD X O O y y 


Cpm 1QT1PD 




381 


11 


. 2 


53 


, 3 


25 


2 


C0626529 


pOfi 9 6 R9 9 
L.V^O Z O 3 Z j7 


OCLJUCllLC 




7 ft 9 


1 1 


2 


S 7 
3 j 


9 

. 3 


9 R 

Z 3 


2 


PH69 6 S7 0 

^ 0 z 033 VJ 


PH£ 9 ^ c; 7 O 
UsjJO Z 0 3 3 U 






7 ft 7 
303 


1 1 


2 


^7 
j j 


9 

. 3 


9 R 

Z 3 


2 


PD69 6 R7 1 
v^yu^ 033 x 


PHfi 9 £ R 9 1 
Lyo Z O 3 3 X 


C o/^n i oy"i f~* o 

oequciicti 


c 


7 ft 4 


1 1 

X X 


9 
. z 


R7 

3 J 


9 

. 3 


9 R 

Z 3 


9 
z 


PD69 6 R7 9 

v-yo^ Q33Z 


C*C}£ 9 6 R 9 9 
L^D Z O 3 3 Z 


oequence 


c 


7 ft 


X X 


9 
. z 


C 9 

3 .5 


9 
. 3 


9 R 
Z 3 


9 
z 


PD69 6 R7 7 

L^DZ D 33 3 


L.\JbZ 0333 


oequence 


c 


7 ft £ 
3 O O 


1 1 

X X . 


9 
. Z 


c; 7 

3 J 


9 
. 3 


9 C 
Z 3 


9 
z 


PH6 9 6 R 7 4 

Lyoz d 33 ft 


tyo Z O 3 3 ft 


oequence 


c 


7 ft 7 
3 0/ 


1 1 

X x . 


9 
. Z 


c; 9 

3 J 


9 
. 3 


9 c; 

Z^ 3 


9 
Z 


Lly DZ 0 33 3 


Lyb z d 3 3 3 


Sequence 


c 


9 P. P 
3 Oo 


T 1 
X X 


9 
. z 


c; 7 

3 j 


9 
. 3 


9 R 
Z 3 


9 
Z 


P069 6 R9 6 
\- V O Z O 3 3 O 


L^D zojjo 


oequence 


c 


7 ft Q 


1 1 

X X 


9 
. z 


3 3 


9 

. 3 


9 R 
Z 3 


9 
Z 


pnfi9 6 R7 7 
v^^O Z O 33 / 


PPiC 7 C c: 1 7 
Lyo Z O 3 3 / 


O /^n inn no 

oequence 


c 


7 Q 0 

3 -7 VJ 


1 -1 

X X • 


9 
. z 


R 7 

3 3 


9 

. 3 


9 R 

Z 3 


9 
z 


nn69 6 R7 ft 

LyOZ O 33 O 


rc\&i 6 R 9 ft 
VwVjJO zDjjo 


oequence 


c 


7 Q 1 
j X 


X X 


9 
. z 


^ 7 
3 3 


9 
. 3 


9 R 
Z 3 


9 
Z 


PAR 6 9 ft 7 4 


PPlQ C 9 Q 9 4 
VwVjo O Z O 3 ft 


oequence 




7 Q9 


1 1 

X X 


9 
. z 


c 9 
3 3 


9 

. 3 


9 R 
Z 3 


9 
z 


nqi 4 i i q 1 

Xft X X J7 X 


PCI A 1 1 Q1 
L,oXft X X j7 X 


oequence 




7 Q 7 

J Z7 3 


1 1 

X X 


9 
. z 


R 7 

3 3 


9 

. 3 


9 R 

Z 3 


9 
z 


AP766 ^96 

rVJ\J O O 3 Z O 


AKJ O O 3 Z O 


oequence 


c 


7 Q4 
J"* * 


X X 


9 
, Z 


R7 
33 


9 
. 3 


9 R 
z 3 


9 
Z 


AP4c:Q761 
AKfi 3 J7 / O X 


AP/ICQTZTI 

AKft 3 y / b X 


oequence 


c 


OQC 

J-/ J 


1 1 

X X 


9 
. z 


c 9 
3 3 


9 
. 3 


9 R 
Z 3 


9 
z 


Ap4 c q 9 

/\Kfi 3 j7 / O Z 


AP4 CQICO 
AKft 3 y / O Z 


oequence 


c 


7 Q 


X X 


9 
. z 


c; 7 

3 3 


9 
. 3 


9 R 

Z 3 


9 
z 


AD/ ^7 COO 
O / 3 -7 Z 


AD4C7RQO 
AKft O / 3 J7 Z 


oequence 


c 


7 Q 7 


1 1 

X X . 


9 
. Z 


3 3 


9 
. 3 


9 R 
Z 3 


9 
Z 


AP467RQ7 
r\f\.ft O / 3 -7 3 


AK4 o /3 y 3 


oequence 


c 


7 Q ft 
J ✓ o 


X X 


9 
. z 


3 3 


9 
. 3 


9 R 
Z 3 


9 
z 


AP467RQ4 
rt.r\.*± 0 / 3 -7 ft 


ADA C7CTQ4 

AK4 o / 3 y 4 


oequence 


c 


7 Q Q 


1 1 
X X 


9 
. Z 


c 9 
3 3 


9 
. 3 


9 R 
Z 3 


9 
Z 


AP467c;qc; 


AKft O / 3 y 3 


oequence 


c 


4 0 0 


1 1 
X X 


9 
. z 


3 3 


9 
. 3 


9 R 
Z 3 


9 
Z 


rt.r\.ft O / 3 -7 O 


AD467RQ6 
MK-fi o / jjo 


oequeuc e 


c 


4 01 


1 1 

X X 


9 
. z 


R 7 

3 3 


9 

. 3 


9 R 

Z 3 


9 
z 


AR4 67^97 
rtrv.fi 0 / 3 j/ / 


AR4 6 7 R 9 7 




c 


4 09 


T 1 

X X . 


9 
. z 


R 7 

3 3 


9 

. 3 


9 R 

Z 3 


9 
z 


AR4 6 7 «=; 9 ft 

rtlxl O / 3 -7 O 


AR467598 


Sequence 


c 


4 0 7 

ft U -5 


1 1 

X X , 


9 
. z 


3 3 


9 
. 3 


9 R 
Z 3 


9 
Z 


AR467^99 
r\X\.ft O / 3 -7 J7 


AR467599 


Sequence 


c 


4 04 
*± u ft 


1 1 

X X 


9 
. z 


c o 
3 3 


9 

. 3 


9 R 

Z 3 


9 
z 


AR467600 


AR467600 


Sequence 


c 


4 0 R 


1 1 
X X 


9 
. Z 


c; 7 

3 3 


9 
. 3 


9 R 
Z 3 


9 
z 


AP4 6 7 6 O 1 
rvis. ft O / O v X 


AR467601 


Sequence 




4 £ 
ft U D 


1 1 

X X 


9 
. z 


3 3 


9 
. 3 


9 R 
Z 3 


9 
z 


AY ^01 R7 9 
riA 3 U X 3 / Z 


AX501572 


Sequence 




4 O 7 
ft U / 


1 1 

X X . 


9 
. Z 


R 7 
3 3 


9 
. 3 


9 R 
z 3 


9 
Z 


AY R 0 1 R 7 7 
■rlA Jul j / 3 


AX501573 


Sequence 




4 O Q 
ft U O 


1 1 
X X 


9 
. Z 


c; 9 

3 3 


9 
. 3 


9 R 
Z 3 


9 
Z 


ZiYROI R74 
r\A3 U X 3 / ft 


AX501574 


Sequence 




4 O Q 

ft u y 


1 1 
X X 


. Z 


3 3 


9 
. 3 


7 c; 
Z 3 


9 
Z 


HAj U X 3 / 3 


AX501575 


Sequence 




4 1 O 

ft x u 


X X , 


9 
. Z 


c; 9 

33 


-> 
• 3 


9 R 
Z 3 


9 
Z 


nAJ U X 3 / 0 


AX501576 


Sequence 




4 11 
ft X X 


X X . 


9 
. Z 


R7 
33 


9 
. 3 


9 R 
Z 3 


9 
Z 


AYCfll R77 
rvA.3 VJ X 3 / / 


AX501577 


Sequence 




419 
ft X Z 


1 1 

X X • 


9 
, z 


CO 
33 


9 

. 3 


9 R 

Z 3 


9 
z 


r\J\ 3 VJ X 3 / O 


AX501578 


Sequence 




417 


1 1 

X X • 


2 


R7 

3 3 


9 

• 3 


9 5 

^ 3 


2 


AYR 01 R7 9 

nA j \j x J / J' 


AX501579 


Sequence 




414 


11. 


.2 


53 


.3 


25 


2 


AX501580 


AX501580 


Sequence 




415 


11, 


.2 


53 , 


.3 


25 


2 


AX501581 


AX501581 


Sequence 


c 


416 


11. 


.2 


53 


.3 


25 


2 


AX665244 


AX665244 


Sequence 


c 


417 


11. 


.2 


53 . 


.3 


26 


2 


CQ797693 


CQ797693 


Sequence 


c 


418 


11. 


.2 


53 . 


.3 


26 


2 


CQ830688 


CQ830688 


Sequence 
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c 


4 1 Q 
f± X 


11 O 

x x . z 




o 

. j 


O 7 

z / 


Z 


A D 1 A077Q 
AKlft j / / y 


ADI 4 077Q 


Q q rn lpnpp 


c 


AO C\ 
ft z u 


11 9 
X X . z 


D s> . 


o 

J 


0 7 
z / 


z 


2iY1 79 0 C 7 
nAl / Z j D / 


AY1 79^67 


Q f-r-t i ciTiC^ 




ft Z X 


11 0 
X X . z 




o 

. J 


0 "7 
Z / 


o 
z 


ZiYCQROCP 
AAjj O j j O 


A YC OP O C Q 
flAJ 17 O J J O 




c 


AOO 
ft z Z 


11 9 
X X . z 


CO 


o 

, J 


0 Q 
Z O 


z 


PH7 Q A IIP 
/ 2/ ft X X O 


PD7 IIP 




c 


ft Z J 


11 0 

X X . z 


C 0 


-3 

. J 


O D 
Z O 


Z 


r^pio A n HP 7 

Lyo u u uo / 


PHP on DP 7 


Carn IpnPP 

o c: mxexiv- ts 


c 


4 O 4 
fl Z ft 


11 o 
X X . z 


CO 


-3 

, J 


0 P 

z o 


z 


&YAC1 cm 
/\Afl O X j vj X 


AY A CI CO 1 


OCLJUCilUC 


c 


ft Z D 


11 o 

X X . z 


C 0 

bb . 


-3 
. J 


b U 


Z 


A"DAC1 O/l Q 
AKUo X b4 o 


Apnci oap 

AKU O X j ft O 


ocqUcllLc 


c 


/IOC 
ft Z O 


11 o 

1 1 . z 


c o 


. b 


b U 


Z 


AD1 AQ9A 7 
AK X U o Z 4 / 


Api A Q 9 a 7 
AKX U O Z ft / 


Com lpnpp 




A 0 "7 
ftZ / 


11 o 
X X . z 


C 0 

JJ . 


1 

. _5 


o n 
b U 


Z 


AD1 91 OCC 
/\K X Z X J O D 


AR121366 


Sequence 


c 


A 0 Q 
ft Z O 


11 o 
X X . z 


c o 
bo . 


-3 
• J . 


o n 
b U 


z 


ay q c n o o c 
/\a y b u b b. d 


AX960336 


Sequence 




zl 0 Q 
fi Z y 


11 o 
X X . z 


C 0 
JJ . 


. j 


o n 
J u 


o 
z 


ay o c n o o 7 

nA? D U J J / 


AX960337 


Sequence 




a o n 

ft J U 


11 o 
X X . z 


C 0 

J J . 


. j 


o n 
j u 


z 


PC A Q 7 C 0 7 


CS097637 


Sequence 




ATI 
ft J 1 


11 9 

X X . z 


C 0 

J J . 


-3 
. J 


o n 
b u 


Z 


PQ1 A1 91 C 

Co x ft x z x o 


CS141216 


Sequence 


c 


A 0 0 
ft J Z 


11 0 
X X . z 


C 0 
JJ . 


o 

. J 


o o 
b u 


Z 


T 1 C 9 n A 
X X DZ Ufi 


116204 Sequence 30 




All 
ft J j 


11 o 
X X . z 


C 0 
JJ . 


o 
. J 


o n 
b u 


Z 


AD91 097C 
/\KZ X j Z / D 


AR213275 


Sequence 


c 




i i 9 

11 . z 


c o 
b j . 


o 
. J 


o n 
b U 


9 
Z 


ADOCOOAP 

AKZ b b Z U o 


AR263208 


Sequence 




/ -} c 
4 b b 


11 9 

1 1 . z 


C 0 

bb . 


-3 
. J 


o n 
b U 


9 
Z 


T C A P Q Q 


150889 Sequence 1 


c 


/I "3 C 
4 b b 


11 o 

1 1 . z 


C "3. 

b J . 


. J 


b U 


n 
z 


X b b b y U 


166690 Sequence 30 


c 


/ITT 


11 o 

1 1 . z 


c o 
b J . 


o 
. J 


o n 
b U 


9 
Z 


T Q A 7 Q A 
X O 4 / O 4 


184784 Sequence 30 




A "3 O 


11 o 

11 . z 


C "3 

bb . 


■ b 


o n 
b U 


9 
Z 


ADCC97CC 

AK b b z / b b 


ADCC97CC 

AKb bZ / b b 


bequence 




yl "3 Q 

4b y 


11 o 

1 1 . z 


C "3 

b j . 


. b 


o n 
b U 


9 
Z 


AD7A09CO 
AK / U b Z b b 


ADOAOOCO 

AK / Ub Z bb 


Sequence 


c 


44U 


11 o 
1 1 . z 


c o 

jj . 


O 
. J 


o n 
b u 


9 
Z 


AD 7 A C C9 P 
/ U D j Z O 


ADTACC9Q 

AK / U b b Z o 


Sequence 


c 


A A 1 

44 1 


11 o 
1 1 . z 


c o 

b J . 


-3 
. b 


o n 
b U 


9 
Z 


AY7Q0P1 A 
AA / y b O X 4 


AV7Q*3. Q1 A 

AA / y b o 14 


Sequence 




A A O 
44 Z 


1 1 
X X 


c o 
bZ . 


. 4 


i n 
i / 


9 
Z 


AD 1 CPAC7 
/\K X J O ft J / 


ADI CQ/I CO 

AKI b o4b / 


bequence 




/I ^ *3 

44 b 


1 1 
1 1 


c o 

bz . 


. 4 


1 o 
1 / 


9 
Z 


A D 1 CQACP 
/\K X b 0 4 b O 


ADI CO/1 CQ 

AKI b o 4 b o 


Sequence 




AAA 

44 4 


1 1 

1 1 


c o 

bz , 


, 4 


1 H 

1 / 


9 

z 


AOI CO/ CO 

AK X b o 4 b y 


ADI C Q A CO 

AKlb o 4 b y 


Sequence 




44 b 


1 1 


bz , 


. 4 


i n 
1 / 


Z 


atdi CQ/rn 
AK 1 b o 4 b U 


ADI CQ/1CA 

AKlbo4 b U 


Sequence 




A A C 

44 b 


-1 1 

1 1 


c o 
bz 


A 

. 4 


1 H 
1 / 


n 
Z 


AD1 CO/C1 

AK 1 b o 4 b 1 


ADI C Q A CI 

AKlbo4 b 1 


Sequence 




44 7 


1 1 


C T 

bz 


. 4 


1 1 
1 / 


n 
Z 


tv D 1 CQ/1C9 

AK 1 b o 4 b Z 


ADI CO/ICO 

AKI b o4 b z 


Sequence 




44 8 


11 


bz 


. 4 


17 


—> 

z 


ATD1 

AK 1 b o 4 b b 


ADI CQ/1CO 

AKI b o 4 b b 


Sequence 


c 


A A Q 

44 y 


1 1 

11 


c o 
bz 


. 4 


1 Q 
lb 


9 

z 


nno o ac a 7 
nUZb Ub4 / 


nni O A C A *7 
dIJZ b U b 4 / 


iOCai yen 




a c n 
4 b U 


1 1 

1 1 


c o 
bz 


A 

. 4 


1 Q 
1 O 


9 
Z 


ADC7POQ9 

AKb / o b y z 


ADCTOO QO 

AKb / ob y Z 


Sequence 


c 


/CI 

4 b 1 


1 1 
1 1 


c o 
bZ 


. 4 


1 Q 

i y 


9 
Z 


PC 1 7P 97 7 
L-O X / O / / / 


/""•CI ooooo 

Lbl /o / / / 


Sequence 




A CO 

4 bZ 


1 1 


c o 
bZ 


. 4 


1 Q 

i y 


9 
Z 


nno n n c c 9 

sJUZ U U O j z 


DDz UObbz 


kjna inter 


c 


4 b j 


1 1 

1 1 


c o 
bZ 


A 

. 4 


1 Q 

x y 


9 
Z 


nno a n q o 7 

UUZ UUOJ / 


UDz U Uo b / 


kjnja nicer 


c 


a a a 
4 b4 


1 1 

1 1 


c 9 
bZ 


. 4 


1 Q 

i y 


9 
Z 


AYA A P PQ A 
AAftfi O Oi7 ft 


AV^ ^ OOO/I 

Aa44oo y4 


Sequence 




/ICC 

4 b b 


1 1 
1 1 


c o 
bZ 


. 4 


1 Q 

i y 


9 
Z 


AYCAP71 A 
AA DUO / X U 


AX608710 


Sequence 




/ICC 

4 b b 


1 1 

1 1 


c o 
bz 


. 4 


o n 
z U 


9 

z 


ADAOCQ1 C 
AK U b b y 1 b 


AR036915 


Sequence 


c 


A C O 

4b/ 


1 1 

1 1 


c o 
bZ 


A 

. 4 


Z U 


9 
Z 


ADAOCQ1 C 

AKUb b y x b 


AR03 6916 


Sequence 




ACQ 

4 b o 


11 


c o 
bz 


A 

. 4 


o n 
z U 


Z 


ADAA01 CC 

AK U 4 b X b b 


AR043155 


Sequence 


c 


ACQ 

4 b y 


1 1 

1 1 


c o 
bz 


. 4 


o n 
z U 


Z 


ADAA01 CC 

AKU4b Xb b 


AR043156 


Sequence 




>i c n 


1 1 


c o 
bz 


. 4 


o n 
Z U 


9 
Z 


ADACAC1 C 
AK U Ju jID 


AR050516 


Sequence 


c 


vl C 1 

4 61 


1 1 


c o 
bz 


. 4 


O A 

z U 


9 

z 


ADACAC1 7 
AK U b U b X / 


AR050517 


Sequence 


c 


A C O 

4 b z 


1 1 

1 1 


c o 
bz 


. 4 


o n 
z U 


9 
Z 


ADACACA 7 
AK U b U D 4 / 


AR050647 


Sequence 




/i zr r> 
4 bb 


11 


bz 


. 4 


O A 

z U 


Z 


ADAC11/C 

AKUb 1 14 b 


AR051145 


Sequence 




4 b 4 


i i 
1 1 


c o 
bz 


. 4 


O A 

z U 


Z 


ADA7/1 CCC 

AKU / 4 b b b 


AR074655 


Sequence 


c 


/l £ c 

4 b b 


1 1 
1 1 


c o 
bZ 


A 

• 4 


O A 

z U 


9 
Z 


ADA7ACCC 

AKU / 4 b b b 


AR074656 


Sequence 




A C C 

4 b b 


i i 
1 1 


c o 
b z 


. 4 


O A 
Z U 


Z 


ADAQOOCA 

aku y / z b u 


AR097250 


Sequence 


c 


/I C "7 

4b/ 


X 1 


c o 
b z 


. 4 


O A 

z u 


9 
Z 


ADAQ79C1 
AKU y / Z J 1 


AR097251 


Sequence 


c 


ACQ 

4 b o 


1 1 


c o 
bz 


. 4 


• O A 

Z U 


9 
Z 


AD 1 1 7CQC 

aki i / b y o 


AR117696 


Sequence 


c 


/ICO 

4 b y 


1 1 


C T 

bz 


A 

. 4 


O A 

z u 


9 

z 


adi oni 1 A 
AK 1 b U 1 1 4 


AR130114 


Sequence 


c 


4 /0 


11 


c -3 

bz 


A 

. 4 


O A 

Z U 


n 
Z 


adi a ccoo 
AK 1 4 b b / b 


AR146673 


Sequence 




471 


11 


bz 


. 4 


O A 

z 0 


Z 


AK14 /4oz 


AR147482 


Sequence 


c 


472 


11 


bz 


. 4 


H pi 

2 0 


z 


ADI A 1 A QO 

AK14 /4ob 


AR147483 


Sequence 


c 


/I *7 "3 

47 J 


11 


bz 


. 4 


O A 

z U 


Z 


ADI C3T7/ 

AKI / / 4 


AR153774 


Sequence 




474 


11 


52 


. 4 


2 0 


2 


AR153 77 6 


AR153776 


Sequence 


c 


475 


11 


52 


.4 


20 


2 


AR156144 


AR156144 


Sequence 


c 


476 


11 


52 


.4 


20 


2 


BD003394 


BD003394 


Methods a 




477 


11 


52 


.4 


20 


2 


BD003396 


BD003396 


Methods a 




478 


11 


52 


.4 


20 


2 


BD074169 


BD074169 


Examinati 


c 


479 


11 


52 


.4 


20 


2 


BD074170 


BD074170 


Examinati 
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Q 


480 


11 


' 52 


, 4 


20 


2 


BD080248 


BD080248 


Nucleic a 


c 


481 


11 


52 


. 4 


20 


2 


BD080620 


BD080620 


Genetic p 




482 


11 


52 


. 4 


2 0 


2 


BD137888 


BD137888 


Detect ion 


Q 


483 


1 1 


52 


. 4 


2 0 


2 


BD137889 


BD137889 


Detect ion 


Q 


484 


11 


52 


.4 


20 


2 


BD138125 


BD138125 


Ant i sense 




485 


11 


52 


.4 


20 


2 


BD177739 


BD177739 


A met hod 


Q 


486 


11 


52 


.4 


20 


2 


BD178848 


BD178848 


Gene Dane 




487 


11 


52 


.4 


20 


2 


BD206087 


BD2 0608 7 


Insulin- 1 




488 


11 


52 


.4 


20 


2 


BD225297 


BD225297 


Strains i 




489 


11 


52 .4 


20 


2 


BD243829 


BD24382 9 


Detection 


c 


490 


11 


DZ 




20 


2 


BD243830 


BD243830 


Detection 




491 


11 


o z 


. *± 


20 


2 


BD272741 


BD272741 


Antisense 




492 


11 


z> z 


A 


20 


2 


CQ813044 


CQ813044 


Sequence 


c 


493 


11 


D Z 


/I 


20 


2 


CQ813045 


CQ813045 


Sequence 




494 


11 


R2 
o z 


A 
. *± 


20 


2 


CQ830763 


CQ830763 


Sequence 


c 


495 


11 


D Z 


/I 


20 


2 


CQ830764 


CQ830764 


Sequence 




496 


11 


R2 
o z 


A 
. 1 


20 


2 


CQ848505 


CQ848505 


Sequence 


Q 


497 


11 


D z 


A 
. ft 


20 


2 


CO848506 


CQ848506 


Sequence 


Q 


498 


11 


D z 


/I 

. ft 


20 


2 


CS056378 


CS056378 


Sequence 


Q 


499 


11 


D Z 


. ft 


20 


2 


CS080290 


CS080290 


Sequence 




500 


11 


OZ 


. ft 


20 


2 


CS083153 


CS083153 


Sequence 




501 


11 


D Z 


. ft 


20 


2 


112482 


112482 Sequence 2 




502 


11 


D Z 


A 
. ft 


20 


2 


112484 


112484 Sequence 4 




503 


11 


b Z 


. ft 


20 


2 


132095 


132095 Sequence 39 


Q 


504 


11 


b z 


/I 
. ft 


20 


2 


132096 


132096 Sequence 40 




505 


11 


b Z 


/I 
. ft 


20 


2 


143103 


143103 Sequence 2 




506 


11 


_> z 


A 


20 


2 


143105 


143105 Sequence 4 


Q 


507 


11 


D Z 


A 
. *± 


2 0 


2 


144634 


144634 Sequence 2 




508 


11 


D Z 


A 
. *± 


20 


2 


144636 


144636 Sequence 4 




509 


11 


b z 


A 
. ft 


20 


2 


AR200613 


AR200613 


Sequence 


Q 


510 


11 


b z 


. ft 


20 


2 


AR200614 


AR200614 


Sequence 




511 


11 


D z 


A 
. ft 


2 0 


2 


AR217 896 


AR217896 


Sequence 




512 


11 


3 z 


A 
. ft 


20 


2 


AR256 571 


AR256571 


Sequence 


Q 


513 


11 


c: o 
bZ 


. 4 


20 


2 


AR256572 


AR256572 


Sequence 


Q 


514 


11 


b Z 


. ft 


20 


2 


AR373 761 


AR373761 


Sequence 




515 


11 




. ft 


20 


2 


151705 


151705 Sequence 26 


c 


516 


11 


bZ 


A 
. ft 


20 


2 


151813 


151813 Sequence 2 




517 


11 


bZ 


A 
. ft 


20 


2 


151815 


151815 Sequence 4 


Q 


518 


11 


D Z 


. 4 


20 


2 


174347 


174347 Sequence 2 




519 


11 


bZ 


. ft 


20 


2 


174349 


174349 Sequence 4 




520 


11 


bZ 


. ft 


20 


2 


AR4 2 957 0 


AR429570 


Sequence 


q 


521 


11 


bz 


A 

. 4 


20 


2 


AR42 9571 


AR429571 


Sequence 




522 


11 


bz 


A 

. 4 


20 


2 


AR444843 


AR444843 


Sequence 




523 


1 1 


b z 


. 4 


20 


2 


AR53 148 9 


AR531489 


Sequence 




524 


1 1 


bz 


. 4 


20 


2 


AR533938 


AR533938 


Sequence 




52 5 


11 


52 


.4 


2 0 


2 


AR534211 

ril\ J J ^ i. ± 


AR534211 


Sequence 


Q 


52 6 


11 


52 


.4 


20 


2 


AR53 4 212 


AR534212 


Sequence 




52 7 


11 


52 


.4 


2 0 


2 


AR57602 1 


AR576021 


Sequence 




52 8 


11 


52 


.4 


20 


2 


AR63 248 6 


AR632486 


Sequence 


Q 


52 9 


11 


52 


.4 


20 


2 


AR632487 


AR632487 


Sequence 


Q 


530 


11 


52 


.4 


20 


2 


AR637326 


AR637326 


Sequence 




«J J J. 


11 


52 


.4 


2 0 


2 


AR64 9288 


AR649288 


Sequence 


Q 


532 


11 


52 


.4 


20 


2 


AR699693 


AR699693 


Sequence 




533 


11 


52 


.4 


2 0 


2 


AR76 1770 


AR761770 


Sequence 


Q 


534 


11 


52 


.4 


2 0 


2 


AX020630 


AX020630 


Sequence 


c 


535 


11 


52 


.4 


20 


2 


AX037500 


AX037500 


Sequence 


c 


536 


11 


52 


.4 


20 


2 


AX055805 


AX055805 


Sequence 


c 


537 


11 


52 


.4 


20 


2 


AX108292 


AX108292 


Sequence 


c 


538 


11 


52 


.4 


20 


2 


AX108394 


AX108394 


Sequence 




539 


11 


52 


.4 


20 


2 


AX195370 


AX195370 


Sequence 


c 


540 


11 


52 .4 


20 


2 


AX195371 


AX195371 


Sequence 
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c 




1 1 


c.9 

3 Z 


. *± 


9 n 
z u 


9 
z 


AY994PQ1 
/-LA. Z Z ft O X 


AY994R91 


OCL[UCliLC 




R4 9 

3 1 ^ 


X X 


R9 
3 Z 


A 
. *± 


9 n 

z u 


9 
z 


2VY9 9 4PQ9 
/LA Z Z fx O 17 Z 


AY994R99 




L, 


R4 ^ 
j 1 j 


1 1 


R9 

3 ^ 


4 




9 
z 


a Y9 Q4 R Q 


AX2 694 R 9 




L* 


R4 4 


1 1 


R9 

3 Z 


A 


9 n 

z u 


9 
z 


AX 9 7 n 9 9 n 

/LA Z / U -7 -7 U 


AY9 70990 

nAZ / V/ J7 -7 U 






R4 R 


1 1 

X X 


R9 

3 Z 


4 

• *i 


9 n 


9 
z 


AY17 R79 9 

/LAO / 3 / Z ^ 


AY} 7 R79 9 

/LA J / 3 / £ £ 




<— 


R4 
j *± 0 


X X 


R9 

3 ^ 


4 


9 n 


9 


AVO 3 C7O O 
/LA 3 / 3 / Z 3 


AX^ 7 R79 ^ 

nA J / j / ^ j 


Qpm l pn<" i p 


C 


C4 7 
O ft / 


1 1 

X X 


R 0 
3 Z 


4 


9 n 
z u 


9 
Z 


7V Y4 1 p 7 c p 
/LA ft lo / jo 


A Y4 1 Q7CD 
/LA ft IO / jo 


ocCJUclluc 




D ft O 


1 1 
X X 


c. 0 

3 Z 


/I 

. 


9 r\ 
z u 


9 
Z 


A Y4 p 7 p 4 £ 
/LA ft O / O ft D 


AY4 P7P4 6 
/LA ft O / O ft D 


ocCJUciltc 


C 




X X 


3 Z 


A 


9 n 
z u 


9 

z 


AYR7 P R1 Q 
HAD j O 3 X 


AYR^PRI 9 
/LA 3 3 O 3 X «7 




c 


R c; 0 


X X 


c. 3 

3 Z 


4 


9 n 
z u 


9 
Z 


&YRP 7 RH R 
HAD O /DUD 


AYRP7 RO R 
HAD 0 /DU J 


d o iti i on p o 




c, c, 1 


X X 


c. 3 

DZ 


A 


9 n 
z u 


9 

z 


/LAD -7 ZODO 


AYR9966P 
/LAD 3ZDOO 


O a i d d 

ocqLieiice 


c 


cc 9 


X X 


c.9 

DZ 


/I 

. ft 


0 n 
z u 


3 
Z 


A.YCQ9/TCQ 
/LAD ? ZDD7 


/LAD jZooj 


oequence 




553 


11 


52 


§ 4 


2 0 


2 


AX64 9 90 ft 


AX64 9 9 0 ft 


C p /"Ti i on <-» o 




RR4 


1 1 

X X 


R9 

3 


4 


9 1 

z X 


9 
z 


AROft 1 669 


AROftl 669 


Qprn l pn P O 
OCLJUdilLC 




RRR 


11 


R9 

3 


t 4 


2 1 


2 


AR 1 4 R77 1 

rtiN. X *± 3 / /X 


AR145771 


Sequence 


c* 
i— 


RRfi 

3 3 D 


11 


R9 

3 ^ 


4 


9 1 

X 


9 


OUU O D 3 / / 


BD086377 


KCNQ2 and 




CCT 

3 3/ 


1 1 

X X 


R9 

3 ^ 


t 4 


2 1 


2 


DUZO D XO U 


BD266130 


Universal 


C 


ceo 


X X 


R9 

3 Z 


4 


9 1 
z X 


9 
z 


POP 97'}'} R 


CQ827335 


Sequence 


C 


c c q 


X X 


R9 
3 Z 


4 


9 1 
Z X 


9 
z 


PC9 9 7 n Q C 


CS227096 


Sequence 




c. £ 0 


X X 


c.9 

3 Z 


A 

. ft 


9 1 
Z X 


9 

z 


T 9 Q 1 9 7 
X Z J7 X Z / 


129127 Sequence 48 




c. c i 


X X 


c. 3 
3 Z 


/I 

. ft 


0 1 
Z X 


9 
Z 


T4 9 1 94 
X ft Z X / ft 


142174 Sequence 48 


c 


CCT 
J D Z 


1 1 

X X 


R9 

3 Z 


4 


9 1 
Z X 


9 
z 


AR9 1 6 QO P 


AR216908 


Sequence 


c 


C £ 3 


1 1 
X X 


c.9 

3 Z 


4 
. ft 


9 n 
z X 


9 

z 


ADf; TCI 7A 

HKOJ 3 X / U 


AR635170 


Sequence 




Rfi4 
3 0 *± 


1 1 

X X 


R9 

3 ^ 


4 


99 
^ z 


9 
z 


JJ1J1 3 -/ 0 VJ X 


DD159601 


A composi 


c 


R £ cr 


X X 


c 3 

3 Z 


4 
. ft 


9 9 
Z Z 


9 
z 


AR99/1 7H1 
HKZ Z fi / U X 


AR224701 


Sequence 


c 


R 

J u O 


X X 


R9 

3 Z 


4 


9 9 


9 
z 


AR97 R6D6 
/irs.Z J JQUD 


AR235606 


Sequence 


c 


c. £ 7 
30/ 


1 1 
X X 


c. 0 

3 Z 


A 

. ft 


9 9 
Z Z 


9 
Z 


AD71 cC4n 
HK / X D O ft U 


AR715640 


Sequence 


c 


c. c p 


1 1 
X X 


3 Z 


. ft 


9 9 
Z Z 


9 

z 


ayc,"3 ^roT 7 

/LADJ DZ3 3 


AX536233 


Sequence 




R £ q 


1 1 
X X 


c.9 

3 Z 


4 
. ft 


9 

Z 3 


9 
Z 


pom 41 RD 
L»o UlflloU 


CS014180 


Sequence 




r 7 n 

3 / u 


T 1 
X X 


R9 

3 Z 


4 


9 7 

Z 3 


9 
z 


DDI 74 4 9 P 


DD174428 


Repeat Se 


c 


3 / X 


X X 


c; 0 

3 Z 


4 
. ft 


9 7 
Z 3 


9 
Z 


Ap99Q/ipp 
nt\Z Z ft O O 


AR229488 


Sequence 




3 / Z 


1 1 
X X 


c. 0 

3 Z 


A 

. ft 


9 /I 
Z ft 


9 

z 


/LA ft ft D D D 


AX445669 


Sequence 




3 / j 


1 1 
X X 


c.9 
3 Z 


/I 
. ft 


9 c. 
Z 3 


9 
Z 


CiDftOUO 


E54606 Gene diagno 




D / ft 


1 1 
X X 


DZ 


A 

. fi 


9 C 
Z 3 


3 

z 


A Y 1 9P9Q1 
/LAXZ oz y X 


AX128291 


Sequence 




D / 3 


X X 


R9 
3 Z 


4 


9 R 
Z 3 


9 
z 


AY307nR7 
/LA Z U / V D / 


AX207057 


Sequence 




c. 3 £ 
D / 0 


1 1 
X X 


CO 
DZ 


. ft 


3 C. 
Z 3 


3 

z 


/LAO UjIIU 


AX609110 


Sequence 


c 


c. 3 3 

Off 


1 1 
X X 


co 
DZ 


A 

. ft 


3 c; 
Z 3 


3 
Z 


aao 0 3 3 z y 


AX663329 


Sequence 






7 1 
X X 


c 0 
3Z 


4 
. ft 


9 R 
Z 3 


9 

z 


AY7P4393 
/LA / O ft 3 Z 3 


AX784323 


Sequence 




D / j? 


-1 1 

X X 


RO 
3 Z 


A 

. ft 


3 £ 
Z D 


9 

z 


nKU -7 UUuD 


AR090006 


Sequence 


L, 


con 

JOU 


1 1 

X X 


R9 

3 Z 


4 


9 

z 0 


9 
z 


RD07 R4 ^ 9 

DJJU / 3 fi 3 -? 


BD075439 


Secretory 




R R 1 
3 0 x 


1 1 

X X 


R9 

3 Z 


4 


9 C 

Z D 


9 
z 


RD1 79999 

DUl / Z Z ^ ^ 


BD172299 


Secreted 




coo 


1 1 

X X 


R9 

3 Z 


4 


9 

Z D 


9 
z 


Rni 79 6 1 p 

oU X / Z D X O 


BD172618 


Secreted 


c 


R R ^ 
303 


7 1 

X X 


R9 
3 Z 


4 
. ft 


9 

z 0 


9 
z 


RH1 79Q77 

DUX / Z -7 3 / 


BD172937 


Secreted 




RP 4 
Jul 


1 1 

X X 


R9 

3 Z 


4 


9 

z 0 


9 
z 


DU X / 3 Z 3 O 


BD173256 


Secreted 


c 


3 O 3 


1 1 
X X 


c. 0 
3Z 


A 
. ft 


9 C 
Z D 


9 
Z 


dJJX / dz y u 


BD175290 


Secretory 




job 


1 1 
X X 


c 0 
3Z 


. ft 


9 C 
Z O 


9 

z 


nnp 4 p p p q 
Lyo ft 0 0 0 y 


CQ848889 


Sequence 


c 


C07 
30/ 


X X 


c. 0 
3Z 


A 
. ft 


9 ^ 
Z D 


9 
Z 


pen P4 £ m 


CS084601 


Sequence 


c 


:oq 
300 


"1 1 
X X 


c; 0 

3Z 


. ft 


9 C 

Z b 


9 
Z 


pen Q/1Q1 c 

LoU Ofi O X D 


CS084815 


Sequence 




JO? 


1 1 
X X 


c 0 

3Z 


4 
. ft 


9 £ 
Z D 


9 

z 


ART 97041 
AK X i7 / U fi X 


AR197041 


Sequence 


c 


con 
3 y u 


X X 


c. 0 
3Z 


A 
. ft 


9 C 
Z D 


3 
Z 


AD91 n3Pl3 


AR210303 


Sequence 




CQ1 


1 1 
X X 


c O 

3 Z ■ 


. ft 


9 & 
Z O 


9 
Z 


ADOCQ1 QC 
rtKZ D -7 X i7 D 


AR259195 


Sequence 


c 


J7^ 


1 1 
X X 


c. 0 
3Z 


A 
. ft 


9 C 
Z O 


9 

z 


AKfi X U O 0 O 


AR410668 


Sequence 


c 


3 y 3 


X X 


RO 
3Z 


. ft 


9 ^ 
Z 0 


9 
Z 


AD439079 
/\Kft 3 -7 Uj Z 


AR439032 


Sequence 


c 


3 ft 


X X 


C. 0 
3Z . 


4 
. ft 


9 £ 
Z 0 


9 
Z 


AD473AC9 
/iKfl / 3 U 3 Z 


AR473052 


Sequence 


c 


R Q R 
3 .7 D 


1 1 
X X 


RO 
3 Z . 


4 
. ft 


9 ^ 
Z D 


9 
Z 


AR4 7 R 9 9 9 
/ii\.ft / 3 -7 -/ Z 


AR475992 


Sequence 




R9fi 
J ^ 0 


X X 


R9 

3 ^ < 


4 


9 f> 


9 


ARR97fHft 

/Vl\.3 Z / U JO 


AR527038 


Sequence 


c 


597 


11 


52 . 


.4 


26 


2 


AR566071 


AR566071 


Sequence 


c 


598 


11 


52 , 


.4 


26 


2 


AR592089 


AR592089 


Sequence 


c 


599 


11 


52 . 


.4 


26 


2 


AR604363 


AR604363 


Sequence 


c 


600 


11 


52 . 


.4 


26 


2 


AR6 04 94 9 


AR604949 


Sequence 


c 


601 


11 


52 . 


.4 


26 


2 


AR613614 


AR613614 


Sequence 
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c 


coo 


T -i 
X X 


c o 
DZ 


A 
. 4 


o *c 
z o 


o 
z 


nKo J D / O D 


AproC.7QC 
MD J D / O D 


bequence 




DUO 


1 1 


R9 
D Z 


A 

. 


9 6 

Z D 


o 
z 


ad 6 RD R 1 4 

rlrt D D U J X *± 


AR6 R 0 R 1 4 

rtrv O D U J X r± 




c* 

l— 


604 

QUI 


1 1 
X X 


R9 
D Z 


A 


9 6 

z o 


9 
z 


rVT\.0 J / t J j 


AR6 R74 R R 




Q 


605 


1 1 

X JL 


R9 

D Z 


A 

. 


9 6 

Z D 


9 
z 


AR79 D 4f)7 

rtR / ^ U fx U / 


AR79 04 07 




c 


DUD 


1 1 


D Z 


A 
. * 


9 6 

z o 


9 
Z 


AP77 0 Q6 6 
nl\ / / U -7 O O 


AP7 7 0 Q6 6 
-rtK / /UjDO 




(~> 


607 

D U / 


1 1 

X X 


R9 
D Z 


A 


9 6 
z o 


9 
z 


AR77 1 111 
/ / X j j j 


AP7 7 1111 

rtl\. / / X j j j 






DUO 


t i 
x 1 


c: o 
Dz 


A 


O tC 

z o 


z 


nAj / O O O 


aaj /oyoo 


bequence 


c 


O U -7 


X X 


c: o 
DZ 


. 4 


o c 
z o 


o 
z 


AA4 u Z / j X 


A YA HO 7 O T 

AA4 Uz / jl 


Sequence 


c 


gi n 

D X U 


X X 


R 9 
D z 


A 


9 C 

z o 


9 
Z 


AY A n 9 Q A R 
AA ft UZ i?fi D 


A YA O 9 Q A R 
AA4 UZ y 4 D 


oecjuence 


c 


CI 1 
O X X 


1 T 
1 X 


c: o 
DZ 


A 
. 4 


o a 
z o 


O 

z 


aad y / 4 y o 


AYCQ7AQC 

aao y / 4 y d 


Sequence 


c 


61 9 

D X Z 


X X 


R7 

D Z 


. ft 


9 6 
Z O 


o 
z 


AV Q O Q 1 "JO 

haoj y x j / 


A YQ O Q T O 7 

aao j y X j / 


O /=k/"<n 1 /^i r~s r~\ 

bequence 


c 


C T 0 
Oxj 


1 -1 
X 1 


C o 
DZ 


A 

. ft 


O O" 

z / 


o 
z 


AK X o y D Z u 


ADT OQCOA 

AKXoy DZ U 


Sequence 




61 4 

Oil 


1 1 

X X 


R9 
J z 


A 


9 7 
z / 


9 
z 


AP 1 QA7QQ 


API Q07QQ 
rtrv x y \j / J J 


ocquciiLc 


c 


61 R 


1 T 
X x 


D Z 


A 
. fi 


9 7 
Z / 


o 

z 


/lAj z y j z / 


AY00Q0O7 

aaj z y d z / 


bequeiice 




61 6' 
O X D 


1 1 

X X 


R9 
D Z 


A 


9 ft 
z o 


9 
z 


AY4 HI 09 ft 
/-iA.fx U j U Z O 


AYA 0109 ft 
nA4 U J U Z O 


bcqueiiL-c 




61 7 
OX/ 


X X 


R9 
D Z 


/I 


9 ft 
z o 


9 

z 


ay a ni ni i 


AYA 01011 
rtAft U J U J X 


oequence 




61 ft 

D X O 


1 1 

X X 


R9 

D Z 


A 

4 1 


9 Q 
Z J 


9 
z 


Rm n c q 7 n 


DTll 0 R Q 7 0 
DU X U d y / u 


An t tyi 3 1 m/*> 
rtllXUldX llLvj 




D X -7 


1 1 

X X 


R9 

D Z 


A 


9 Q 

Z -? 


9 
z 


POft 1 1 71 Q 
V^^O J X / X -7 


nno n 7 1 q 
LyOJ X / X y 


oequenc e 


r-i 


O Z U 


1 T 

X X 


R9 

D Z 


A 


9 Q 

Z j 


9 
z 


Ap c o o Ann 

r\I\.D J J fx U U 


APR11400 
nKD j j ft U U 


C o /^ri i o n /""« o 

oequciicc 




691 


1 1 

X X 


R9 

D Z 


A 


i n 

J u 


9 
z 


API 9fiQ1 R 

r\I\. X Z U _7 j D 


API 9 OQ1 R 
r\K X Z U ~/ j D 


C o/Ti i on /~<o 

oequeiiCc 




69 9 


1 1 

X X 


c o 

D Z 


A 


i n 

J u 


9 
z 


API 9 OQ1 6 
.rt.lv X Z U -/ J O 


API 9 0 Q1 6 
nKlZ U y j D 


O o/ti ^ on /~< o 

oequence 




69^ 


1 1 

X X 


R 9 

D Z 


A 


i n 

J u 


9 
z 


API 9 0 Q1 7 
rtix. X Z U j J / 


API 90Q17 
rtrvx z u y j / 


O o/"n i on o 

oequence 




69 4 
O Z *± 


1 1 

X X 


c o 
D Z 


A 
. ft 


i n 
j u 


9 
Z 


API 9HQ1ft 

m.k x z u y j O 


APT 90Q0ft 
AKX z u y j O 


oequence 




O Z D 


X X 


C O 
D Z 


A 
• fi 


o. n 
j U 


z 


ak x z u y j y 


APT OHQOQ 

AKXzuy j y 


Sequence 




69 6 


X X 


R9 

D Z 


. fi 


i n 
J u 


9 
z 


api 9 n q a n 

rtrx. X Z U j? ft U 


API 9 OQ A 0 
rt.KX Z U ft U 


O o /^m i on /"» o 

oequence 




69 7 


1 1 

X X 


D Z 


A 
. ft 


i n 
j u 


9 

z 


AD1 9nQA1 
rt-K X Z U ft X 


APT 9 OQ A T 
AKX z u y 4 X 


oequence 




69 ft 


1 1 

X X 


CO 
D Z 


A 


i n 

J u 


9 
Z 


API 9HQA9 
rtrv. X Z U -7 ft Z 


API 9 OQ A 9 
rtrv X Z U j ft Z 


oequence 




69 Q 

D Z -7 


1 1 

X X 


CO 
D Z 


A 

. ft 


i n 

J u 


9 
Z 


API 9 0 QA 1 
nK X Z U J ft j 


API 9 OQA 1 
rtKX z u y ft j 


oequence 




6 o 

O J u 


1 1 

X X 


R9 
D Z 


A 


i n 

J u 


9 
Z 


AP 1 9 0 Q A A 
rtrx. x z u ft ft 


APT 9 HQ A A 
AKX Z U y 4 4 


oequence 




6** 1 


1 T 

X X 


CO 

D Z 


A 
• f± 


i n 
j u 


o 

z 


API OHQA R 

ak x z u y 4 D 


APT OOQ/IC 
AKX Z U y 4 D 


oequence 




6^9 


1 1 

X X 


R9 

D Z 


A 
. ft 


i n 
j u 


9 

z 


Ap 1 9 A Q A 6 
rt,K X Z U -? ft D 


APT 90QA£ 
AK1 Z U y 4 o 


oequence 


c 


61 1 

D J J 


1 1 

X X 


CO 
D Z 


A 
. ft 


i n 

J U 


9 
Z 


Api conRl 
/\K X D j U D X 


APT CJflCI 
AKXD j UD X 


oequence 




614 


1 1 

X X 


R 9 
D Z 


A 


i n 
j u 


o 
Z 


API R1HR9 
HKIjj U D Z 


API cinco 

AKX D J U D Z 


oequence 




(roc 


1 T 
X X 


c. o 
Dz 


/I 

. ft 


j u 


o 
z 


api cincc 
AK X D j U D D 


a d n coricc 
AKXdd Ud D 


Sequence 




O J O 


T T 
X X 


c o 
D Z 


. ft 


j U 


n 
Z 


AK 1 jjU jo 


adi conc^ 
AKX DD Ub D 


Sequence 




617 

D j / 


1 1 
X X 


R 9 

D Z 


A 
. ft 


o. n 
j u 


9 
Z 


Api COAC.7 

rtKXD j UD / 


APT CTriCT 

AKX D j UD / 


Sequence 




A 1 ft 
O J O 


X X 


C.O 
D Z 


A 
. ft 


J u 


o 
z 


API cjnt i 
AK X D j u D X 


ADI con/ri 
AKX D J U O X 


Sequence 




D J? 


1 T 
X X 


C O 
D Z 


A 
. ft 


j U 


o 

z 


ADl CI HttO 

AK X D j U o z 


adi con^ro 
AK X D j U o z 


Sequence 




64 0 

D *± U 


X X 


R9 

D Z 


A 


i n 

j u 


9 
z 


API R1 06 1 
rtK X D J U D J 


API R1061 
rtKX D j U o j 


oequence 




641 


1 1 


52 


t 4 


i n 

J u 


2 


AR1 R1 06 7 

r\l\. X D J U D / 


API R1067 
rtrv X D j U D / 


O q /^fi i o n /~« o 

ocquciiLc 




642 


11 


52 


^ 4 


i n 

J u 


2 


AR 1 R1 06 ft 

rtrv X j j U D O 


API R1 06 ft 
rtrvx d j u d o 


Qo m i on ^ o 
ocquciiLc 




641 


1 1 

X X 


R9 

D Z 


A 


i n 

J u 


9 
z 


API R1 06 Q 
rtK X D j U 0 j 


APT RIOCQ 
AKX D j U D y 


O o /^n t on o 

oequence 




64 4 

D *± 1 


1 1 

X X 


R9 

D Z 


A 


i n 
j u 


9 
z 


API R 1 0 7 O 
nltlj j U / U 


API R0070 
rt.KX D j U / U 


oequence 




64 R 

D *± J 


1 1 

X X 


R9 

D Z 


A 


i n 
j u 


9 
z 


API R11 ftft 
rtKX D j X O O 


APT ROT QQ 
rt.K X D j X o O 


oequence 


C 


£A£ 


1 1 
X X 


CO 
D Z 


A 


i n 
j u 


o 

z 


API COI QQ 

ak x d j x o y 


APT COT QQ 
AKX D j X O y 


Sequence 




CA 7 
D4 / 


1 1 
X X 


c o 
DZ 


A 
. ft 


o. n 
j U 


o 
z 


APT COT QO 

akxd j x y u 


ADT COO OA 

AKX DD x y u 


Sequence 


C 


04 O 


X X 


C O 
DZ 


/i 
. 4i 


o n 
j U 


o 
z 


APT COT QT 

akx j j xy X 


ADT COT Q1 

akx d j xy X 


Sequence 




C A Q 

b4 y 


X X 


c o 
DZ 


. ft 


o n 
j U 


Z 


ADl iCOOOO 

AKXojZZ / 


ADT ^OOOO 

AKXoDZz / 


Sequence 


c 


6RO 
DDU 


X X 


C 9 
D Z 


A 
• ft 


j U 


o 
z 


apt cooon 

AK X D j j j U 


APT cooon 
AK X o j j j U 


Sequence 




c c. t 

DDI 


T "1 
X X 


C O 
DZ 


A 
. ft 


o. n 
j U 


o 
z 


ADi cmi 
AK X d j j j X 


ADI COTTO 

AKX b j j j X 


Sequence 


c 


6 c: 9 
o D z 


1 1 
X X 


C. o 
Dz 


A 
. ft 


J U 


Z 


poo a a n o q 
dUUd4 Uz o 


nnnc/ AOQ 
rJUU o4 Uz o 


Novel exp 


c 


6 c: 1 


t n 

X X 


CO 
D Z 


A 
. ft 


i n 

J u 


z 


pm o a n 7 
DUX J4 U / o 


Pm O/l A7C 

JdJJX d 4 U / o 


uececcxon 




6 R A 
D J ft 


X X 


CO 
D Z 


A 
. ft 


o. n 
j V 


o 
z 


pm o a n 7 7 


Dm O/l AOO 


Detection 




ODD 


X X 


CO 
DZ 


A 
. ft 


i n 

J u 


o 

z 


pm o a n 7 q 


DTOT O/l AOQ 

oUX J4 U / o 


Detect ion 




ODD 


T T 
X X 


c o 

DZ 


A 

. 4 


j U 


o 
z 


nni O/l ATQ 

bui j4 u / y 


nni O/l AOQ 

BJJX J4 u / y 


Detection 




C R 7 
O D / 


1 "1 

X X 


c o 

DZ 


A 


J U 


o 
z 


nni O/i non 
dUI J4 UoU 


nni ~\ a ADA 

BUI j4 Uo U 


Detection 




658 


11 


52 


.4 


30 


2 


BD134081 


BD134081 


Detection 




659 


11 


52 , 


.4 


30 


2 


BD134082 


BD134082 


Detection 




660 


11 


52 


.4 


30 


2 


BD134083 


BD134083 


Detection 




661 


11 


52 


.4 


30 


2 


BD134084 


BD134084 


Detection 




662 


11 


52, 


.4 


30 


2 


BD134085^ 


BD134085 


Detection 
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DO J 


1 i 

X X 


R9 
3 Z 


• 4 


i n 

3 u 


9 
z 


nni 14 Oft 6 

13 U X 3 *± VJ O O 


RD1 14 nft6 






6 64 

DOM 


X X 


R9 

3 


A 
. *± 


7 n 

3 u 


z 




RD1 14 087 


rjp t" p p f "i on 




R 

DO J 


1 1 

X X 


R9 
3 Z 


. *± 


i n 

3 u 


z 


RD949 919 


RD949 919 


rlC L11UU LVJ 




O O O 


X X 


R9 
3 z 


4 


^ n 

3 u 


0 
z 


RD949 91 1 


RD949 911 






O O / 


1 1 

X X 


R9 
3 z 


4 


1 n 

3 V 


0 
z 


AR91 0901 

X VJ ^7 VJ X 


AR9 10901 

rt. IV X VJ ^ VJ x 


Qprni pn TP 




668 




R9 

3 


_ 4 


^ n 

3 VJ 


2 


AR4 1 1 6 S9 


AR4 1 1 6 R9 
/»rv 1 «j x vj j ^ 


iJCV^UCIIUC 


p 
V— 


O D ? 


1 1 

X X 


52 


4 


3 VJ 


2 


AP Rl 1 n9R 


ARR11 09ft 


Cprni pnpp 




670 

O / vJ 


X X 


R9 
3 z 


4 


n 

3 u 


0 
z 


Ap CO 1 n9 Q 
rli\3 3 3 VJ Z -7 


AR m 1 09 9 

nfv J j j U t y 


Qom i on po 

OCLfUCiXV^C 




671 


11 


52 


< 4 


3 V 


2 


ARR^in*^2 

ni\J J J u 


ARR11 019 


Qprnipnrp 




679 

O / Z 


X X 


R9 
3 z 


4 


^ n 

3 VJ 


9 

z 


AD 1 no 1 
ran. 3 3 3 VJ 3 3 


ARC.H011 






67"} 

O / 3 


1 1 

X X 


R9 
3 Z 


4 


^ n 

3 u 


9 
z 


ADCO O 014 
raf\.3 3 3 VJ 3 1 


ARR11 014 
M.r\3 3 3 U 3 *± 


Qp/Ti lDTIfO 




674 

O / *x 


1 1 

X X 


R9 
3 z 




^ n 

3 U 


9 
z 


ARCO 0 no O 
rirs. 3 3 3 VJ 3 O 


ARSllOlft 


C ci rr\ icnpp 

OCV^LlCilV_C 




67R 

O / 3 


X X 


R9 
3 z 


4 


n 

3 u 


9 
z 


ARCO O 019 
r\r\ jjjUj? 


ARC.H019 


3CL^u.trllv_c 




676 


X X 


R9 
3 Z 


4 


7 n 

3 U 


9 
z 


arc 11040 


ARC11 04 0 


Com i onpf 




6 77 

O / / 


1 1 

X X 


R9 

3 Z 


4 


^ n 

3 u 


9 
z 


arch 04 4 


ARCH 044 
r\x\.3 3 3 VJ *i *i 


C o rri i on o 
o LJ U. tr 1 1 U c 




67ft 
o / o 


X X 


R9 
3 z 


4 


1 n 

3 u 


9 
z 


arch 04 R 

rii\ 3 3 3 VJ 1 3 


ARC 11 04 R 
r\I\.3 3 3 VJ *± 3 


Q o fr-i i o n o 
o tr vj^ U. tr i 1 v3 1: 




679 


11 


52 


, 4 


3 0 


2 




ARR11 n4 6 






680 


11 


R9 

3 


< 4 


1 n 

3 VJ 


2 


arch 04 7 


AR R 1 1 n4 7 


Qom i on o 

OCljUCllLC 


Q 


681 


11 


52 


. 4 


30 


2 


ARR^ 116 R 


ARR111 6R 


Com i on p o 


Q 


682 


1 1 


52 


( 4 


1 n 

3 VJ 


2 


ARR1 1 16 6 


ARR111 66 

rtlvJ 3 3XOO 


Com l on p o 




683 


11 


52 


, 4 


3 0 


2 


ARR11 16 7 


ARR111 6 7 


Com i on p o 


Q 


684 


11 


52 


. 4 


3 0 


2 


AR51 1 16 8 


AR511168 






6ft R 

O O J 


1 1 

X X 


R9 

3 z 


4 


3 VJ 


9 
z 


AV CO 09 Q4 
rtA J 3 O Z -7 1 


AYRlft 9 94 

r^A.3 3 O Z y*± 


Com lpTipp 


p 


6ft 6 

D O D 


X X 


r 9 

3 z 


4 


n 

3 VJ 


9 
z 


AY6 1 1 Oft 1 

nA D X X VJ 0 X 


A Y6 1 1 nft 1 
rVA.O X X U O X 


C o/^n i on o o 


p 


6ft 7 

DO/ 


X X 


R9 
3 z 


4 


n 

3 VJ 


9 
z 


AY79 1 14 7 
riA / -7 X It / 


AY7 91 14 7 


o e tj_ u. e n c e 


p 

V— 


6ft ft 

O O O 


10 . 8 


R 1 

3 X 


4 


1 7 
x / 


9 
z 


rn6 9 1 619 

D Z X D 3 -7 


PD6 91619 




r— 


6ft 9 

O O -7 


10.8 


R1 

3 X 


t 4 


1 7 
x / 


9 
z 


PH6 9 1 64 0 

V~ V D Z XD*± VJ 


fOfi 91640 


Co/*n i on /^*o 


p 


690 

O ^ VJ 


i o ft 

x u . 0 


R 1 

3 X 


4 


1 7 
x / 


9 
z 


AR9 ft 644 6 


AR9ft6446 


Co mi on p o 
O t: y U til lv- c 




691 


10.8 


5 1 


m 4 


17 


2 


AR1 9ft41 6 

/Arv3 Jul JO 


AR19R416 

na.jJO'i JO 


C om i on p o 




692 


10.8 


51 


e 4 


17 


2 


AR4 69 709 

r^r\T O Z / vJ z 


AR4 69 709 


C o m i o n p o 

LjCLjUCilL. C 


Q 


693 


10.8 


5 1 


p 4 


17 


9 

z 


AR4 69 701 

rtr\.*± D Z / VJ 3 


AR4 69 701 

rtl\.*± D Z / VJ 3 


Cprri l on O 


p 


694 


10 . 8 


R 1 

3 X 


# 4 


1 7 

X / 


9 
z 


AX4 9ft 9 n R 

flAI 17 O 17 VJ 3 


AY4 9R 9 0 R 
rtA.*± y 0 -7 vj 3 


Coon i on o 
oCL^u.trlj.v3 1: 


p 


69R 

O 3 3 


in ft 

X VJ . 0 


R 1 

3 X 


4 


1 7 
x / 


9 
z 


AY4 9 ft 9n 6 

nAI -7 O -7 VJ D 


A Y4 9 R Q 0 6 

ZlA.'i ^ O -7 U 0 


o e tj u e n. c e 


p 


696 

O ^ O 


If) ft 

X u . 0 


R 1 

3 X 


4 


1 7 
x / 


9 
z 


AY4 9ft 9n7 

riA O -7 VJ / 


AY4 9R 907 


Co/*n ion po 


r~> 
\- 


6 97 

O -7 / 


in ft 

X u . 0 


R 1 
3 X 


4 


1 7 
X / 


9 
z 


ZVY4QRQOP 
nA4 -7 O -7 VJ O 




O /Ti /^n i r - ^ /^i 

oecjuence 




69ft 

O -7 O 


in ft 

X u . 0 


ri 

3 X 


4 


1 7 
X / 


9 
z 


2iY671 7RR 
nAD / 3 / 3 O 


A V C 7 1 7C.Q 
nAD /J /DO 






699 

D I? -7 


in ft 

x vj . 0 


R 1 

3 X 


4 


1 7 
X / 


9 
z 


AY674 lift 


21Y6 74 1 1 R 
riAD / ft 3 3 O 






700 


10.8 


Rl 

3 X 


, 4 


17 


2 


AY676 1 9 4 


AY676 1 94 

nA O /DXZ*± 


Com lpnnp 




7 m 

/ VJ X 


10ft 
x vj . 0 


r i 

3 X 


4 


1 7 
x / 


9 
z 


AY79 1 ft 9 n 
/ Z 3 O Z U 


AY790Q9n 
/VA / Z 3 O Z U 


oequence 


Q 


702 


10.8 


5 1 


> 4 


1 7 


2 


a Y79 C4 1 Q 

rtJA / Z 3 T X O 


AY79 R4 1 R 
nA / Z 3 1 X O 


C o r~ri iDnfo 




7fH 


in ft 

X VJ . 0 


R 1 

3 X 


4 


1 7 
x / 


9 

z 


AY 7 1 1 9 n 9 

/ 3 X Z U -7 


A Y71 1 9 O 9 
nA / 3 X Z VJ y 


C A /^T1 

UtrIlL.tr 


Q 


704 


10.8 


51 


_ 4 


17 


2 


AY7S 99 R6 

/nJA. / 3 ^ Z 3 O 


AY7 R99 R6 

nA / 3 ^7 Z 3 O 


C o m i o n p o 
ocyiicilv.. t: 




705 


10.8 


51 


t 4 


17 


2 


AY 7 6 1 ft m 

rtA / O X O 3 3 


AY761 R 1 R 
nA / 0X033 


C o m i on p d 

DCV^UCiiUC 




706 


10.8 


RT 

3 X 


_ 4 


17 


9 

z 


AY769 9ft ft 

rtJA. / O Z -7 O O 


AY769 9ftfl 

nA / O Z j O O 


Com i on p o 
ocv^uciiL. tr 


Q 


707 


10.8 


Rl 

3 X 


4 


1 7 

X / 


9 
z 


av 70 944 9 

nA / O Z 1 1 Z 


AY7R9449 
nA / OZIIZ 


Co i on p o 


Q 


708 


1 n ft 

X VJ . 0 


ri 

3 X 


4 


1 7 
x / 


9 
z 


AY 7 ft 9 4 4 1 
r\J\. 1 0 z *± *± 3 


AY7R9441 
nA / O Z *x *± 3 


Com t on p o 


Q 


709 


10.8 


RT 

3 X 


m 4 


1 7 
x / 


9 
z 


AY7 A94 4 4 


AY7R9444 

nA / O Z *± 1 *± 


Co pi i pn po 


Q 


710 


10.8 


51 


_ 4 


17 


2 


AY7 ft 94 4 R 

/ OZ11 j 


AY7R944 R 

nA / O Z *± 1 3 


Qprn ipn 
OCV^UCllUC 




711 


10.8 


R 1 
3 X 


( 4 


17 


2 


AY7ft 149 ft 

rVA / O 3 *± Z O 


AY7 R 14 9 R 
nA / O 3 1 Z O 


C opn lpnpa 
OCVJ L u.crXlv3c 




7 1 9 


in r 

X \J . 0 


R 1 

3 X 


4 


1 7 

x / 


9 
z 


AY 7 ft 1 4 9 9 
rvA / O 3 *± Z J? 


AY7R149 Q 
nA / O 3 f± Z J7 


O ^ /*ri i q "r^i ^ /~\ 

cequenc e 




71 1 

/ X 3 


in ft 

x vj • 0 


R 1 

3 X 


4 


1 7 
x / 


9 
z 


AY7ft 14 1 n 

.ttJA / O 3 *± 3 VJ 


AY7R14 1 0 
nA / O Jl j U 


Co pi i on p o 




714 


in a 

X VJ . 0 


R 1 
3 X 


4 


1 7 
x / 


9 
z 


av 70 14 1 I 
r\X\. 1 O 3 1 3 X 


AX783431 


Sequence 


Q 


715 


10 . 8 


51 


t 4 


17 


2 


AX781611 

ful / 0 0 O X X 


AX783611 


Sequence 


Q 


716 


10.8 


RT 

3 X 


f 4 


17 


9 

z 


AY7ft 161 9 

AA / O 3 O X Z 


AX783612 


Sequence 




717 


10ft 

X V . 0 


RI 
3 X 


_ 4 


1 7 
x / 


9 


AY7R161 1 

rVA. / O 3 D X 3 


AX783613 


Sequence 


c 




in 0 
A. u . 0 


3 x 


4 


1 7 
X / 


z 


A Y7 Q O CI 4 
AA / O 3 D 14 


AX783614 


Sequence 


C 


719 


10.8 


51 


.4 


18 


2 


A92625 


A92625 Sequence 6 




720 


10.8 


51 


.4 


18 


2 


' AR096397 


AR096397 


Sequence 




721 


10.8 


51 


.4 


18 


2 


AR138071 


AR138071 


Sequence 




722 


10.8 


51 


.4 


18 


2 


BD217445 


BD217445 


Antisense 




723 


10.8 


51. 


.4 


18 


2 


BD226622 


BD226622 


Antisense 
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794 
/ z ft 


1 n 


Q 

. 0 


3 X 


A 
• *i 


i ft 

X O 


0 
z 


or>9 1 1 4 Q 1 

ijUZ 3 X ft 3 


B.D231493 


Chromosom 


c 




J. u 


Q 

. 0 


r 1 

3 X 


A 
• *t 


T ft 
X O 


Z 


ono 7 1 4 04 

DUZ 3 Xfi J7 ft 


BD231494 


Chromosom 




7 9 6 
/ z o 


i o 


0 

. 0 


R 1 
D X 


A 
• *4 


1 ft 
X O 


z 


RH9 RHR9 7 
OUZ 3 VJ 3 z / 


BD250527 


Identif ic 




79 7 
/ z / 


1 o 


Q 
. O 


R 1 
D X 


A 


1 ft 
X O 


z 


aP611 IRfl 


AR631358 


Sequence 


c 


79 ft 
/ z o 


1 n 
x vj 


O 
. O 


R 1 

3 X 




1 ft 

X O 


z 


AP6 1 1 1 R Q 


AR631359 


Sequence 




79 9 

/ Z -7 


i o 

J. VJ 


O 
. O 


0 X 


A 
. *± 


1 Q 
x y 


9 
z 


aq Rnn 

rij? 3 U 3 X 


A95031 Sequence 37 


Q 


730 


10 


. 8 


51 


e 4 


19 


2 


AR061 1 ft 1 

rtrv VJ D 3 X O X 


APO 6 1 1 ft 1 
na.U O 3 X O X 




Q 


731 


10 


. 8 


51 


m 4 


19 


2 


AP071 177 

rtI\.VJ / xo / / 


APO 71177 
AKU / X 3 / / 


O ^ /Tl 1 /-N m d 

oc quencc 


V— 


719 

/ 3 ^> 


1 0 

X V/ 


Q 

. 0 


RI 

-J X 


_ 4 


x y 


0 
z 


API 19161 

rtrv. X X J/ 3 O 3 


AR119363 


Sequence 




711 
/ 3 3 


1 0 

X VJ 


Q 
. 0 


RI 

3 X 


4 


x y 


0 
z 


RHOff ft79 1 

DUU O O / Z 3 


BD088723 


A method 




734 


1 0 

-L VJ 


ft 


3 X 


t 4 


X -7 


0 
z 


p,nn ft ft ft 9 9 

DUUOOOZ J 


BD088829 


A method 




71 R 
/ 3 3 


1 0 
X vj 


0 
. 0 


R 1 

3 X 


A 
. *± 


x y 


9 
z 


PPi Q 6 ft 4 9 6 


CQ968426 


Sequence 




716 
/3b 


x u 


Q 
. O 


R 1 
3 X 


/I 
. f± 


X y 


9 
Z 


\~\jy 0 0 ft z / 


CQ968427 


Sequence 




7^7 
/ 3 / 


x u 


Q 
. O 


R 1 
3 X 


/I 


1 Q 

x y 


Z 


Lyy b oft z 0 


CQ968428 


Sequence 




71ft 
/ 3 o 


X vj . 


Q 
, O 


R 1 
-J X 


4 


1 Q 
x y 


9 
z 


P096 ft4 9 9 

J7 D O *± Z -? 


CQ968429 


Sequence 




71 Q 


i n 

x u . 


Q 
> O 


R 1 
3 X 


/I 


1 Q 
X 


9 
Z 


Lvjjt) Oft 3 U 


CQ968430 


Sequence 




74 0 


1 0 

X VJ , 


Q 
. O 


3 X 


m 4 


19 


2 


TD96 R4 1 1 


CQ968431 


Sequence 


c 


74. 1 


i o 

X u , 


Q 
. O 


R 1 
3 X 




1 Q 
X y 


9 
z 


DnO 019 61 
LvUZ U X Z D 3 


DD201263 


RNA Inter 




74 9 
/ *± z 


1 0 

-L VJ . 


D 
. O 


RI 
■D X 


4 


1 Q 
x y 


9 
z 


nn9 n 1 1 ft 6 

JJUZUIjO d 


DD201386 


RNA Inter 




741 
/ *± 3 


1 0 
X VJ . 


O 
■ O 


RI 

X 


4 


x y 


9 
z 


PI ft 1 ft 1 


E38383 Binding par 




74 4 


1 o 

J. U . 


Q 
■ O 


RI 

D X 


4 


1 Q 
x ^ 


9 
z 


PI Q 09 7 

XL 3 -7 VJ Z / 


E39027 Nucleic aci 




74 5 


10 


. 8 


■J X 


t 4 


19 


2 


AX09967R. 

flA VJ Z Z D / 3 


AX022675 


Sequence 




74 6 
/to 


i o 

J. VJ . 


, 0 


R 1 

D X 


4 


1 Q 

X 


9 
z 


AX 1 1069 6 

-tt-A. X X U D Z D 


AX110626 


Sequence 




74 7 


± VJ , 


Q 
. O 


R 1 

D X 


4 


1 Q 

X ^7 


p 
0 


AR06ftl69 
nDUD O 3 D Z 


AB068362 


Synthetic 




/ ft O 


i n 
x u , 


Q 
. O 


R 1 
O X 


A 


1 Q 

X y 


p 
0 


/\0 VJ D O 3 O fl 


AB068364 


Synthetic 


v— 


74 9 

/ *± y 


1 o 


Q 
. O 


R 1 

3 X 


A 
. r± 


9 n 

Z VJ 


9 
z 


APO 1 6 R 1 7 
rliA. U X D 3 3 / 


AR01653.7 


Sequence 


V— 


7R0 

/ 3 VJ 


1 0 

X VJ , 


Q 
. O 


R 1 

ZJ X 


4 


9 n 

Z VJ 


9 
z 


AP09 1 9 S 7 

-rl-TCU Z X Z 3 / 


AR021257 


Sequence 


C 


7 R 1 
/Dl 


i o 
x u . 


p 
. O 


R 1 
O X 


>i 

. *i 


9 n 


n 
z 


ap 0 i<:qi 1 

/\KvJ3 b O X X 


AR036811 


Sequence 


r-> 


7 R9 


1 0 

X VJ , 


p 
. O 


R 1 
0 X 


4 


9 n 


9 
z 


API 1 7 6 S 6 
rtrtx x / d 3 0 


AR117656 


Sequence 




7 m 


1 0 

X VJ , 


O 
• O 


R 1 
0 X 


A 
. t 


9 0 
z u 


9 
z 


RH1 67 Q 1 Q 
DUio / y xy 


BD167919 


Method of 




7 R4 
/ 3 *± 


1 0 

X VJ , 


p 
. O 


R 1 
0 X 


4 


9 n 

z VJ 


9 
z 


rr>Q4 1 170 

\_V^^ *± 3 3 / VJ 


CQ943370 


Sequence 




/ 3 3 


1 0 

X VJ , 


p 
. O 


R 1 
0 X 


4 


9 n 

Z VJ 


9 
z 


fO 94 4 9 R 9 

V».V^ ^ f£ f± Z O Z 


CQ944282 


Sequence 




756 


10 


. O 


Z) X 


§ 4 


9 n 

z u 


9 
z 


PQ06R69 9 

VwOVJD3DZZ 


CS065622 


Sequence 




75 7 


1 0 

X VJ . 


p 


R 1 

3 X 


4 


9 0 
z u 


9 
z 


PC06 R69 R 

v,OUD JOZ J 


CS065625 


Sequence 




7 R ft 
/DO 


1 n 

x u . 


P 

. O 


R 1 
D X 


A 
• ft 


9 n 

Z U 


9 

Z 


PC 0 CRC77 
L0U0 jDz / 


CS065627 


Sequence 




7cq 


1 n 

x u . 


p 

. O 


R 1 
D X 


/I 

. Q 


z U 


Z 


LbUbjbjz 


CS065632 


Sequence 




7 6 n 

/ O U 


1 o 

X u « 


p 

, O 


R 1 
O X 


A 


9 n 
z u 


9 
z 


PQO£ R^l ft 


CS065638 


Sequence 




7 6 1 

/ D J. 


1 n 

X u . 


p 

, O 


RI 
D X 


4 


9 n 
z u 


9 

z 


pone R£4 ft 

v».o u b 3 bft 0 


CS065648 


Sequence 




7C7 


1 0 
x u . 


p 

. O 


R 1 
D X 


. *± 


z u 




LoUbjbjz 


CS065652 


Sequence 


c 


761 
/ o 3 


1 0 

X VJ . 


p 

. O 


R 1 
3 X 


A 
• 1 


9 n 

Z VJ 


9 
z 


DDI ft 1 04 ft 

LJU X O 3 vJ ft O 


DD183048 


A set of 




764 

/ O *± 


1 0 

X VJ , 


p 

, O 


R 1 

3 X 


4 


9 n 
z u 


9 
z 


nn9 07196 
uuz vj / x y 0 


DD207196 


REAGENTS 


C 


/ O 3 


X VJ , 


p 
O 


R 1 
3 X 


4 
. ft 


9 n 
z u 


9 
z 


PO 6 Oft 4 
b u 0 ft 


E06084 Oligonucleo 




766 

/DO 


10 


8 


R 1 

3 X , 


4 


9 n 

Z VJ 


2 


to 04 9 7 

X 3 VJ 1 Z / 


130427 Sequence 8 


Q 


767 


10 . 


8 


5 1 


( 4 


2 0 


2 


13 5671 


135671 Sequence 8 




76ft 

/DO 


i o 

X VJ « 


p 
0 


R T 

3 x . 


A 
, *± 


9 n 

Z VJ 


9 
z 


ZiP9 RRQR7 
i-ir\.Z 3 3 -? 3 / 


AR255957 


Sequence 




7 6 9 

/ D -7 


1 n 

X VJ . 


R 

■ O 


RI 

3 x . 


4 


9 n 

Z VJ 


9 
z 


AP9 ft 1 bft 4 
r\ iv Z O X O ft 


AR281984 


Sequence 


C 


7 7 n 

/ / u 


i n 

X u , 


R 
O 


R 1 

3 X . 


4 


9 n 
z u 


9 

z 


AD4 9 p 7 7 7 
/\K.ft Z 0 / / 3 


AR428773 


Sequence 




7 7 1 
fix 


1 0 
x u . 


p 
O 


R 1 
3 X . 


. fl 


9 n 
z u 


Z 


APRQRAOC 
AKD O 3ft U b 


AR585406 


Sequence 


c 


/ / Z 


i n 
x u . 


p 
O 


R 1 

3 X . 


. ft 


z u 


z 


aaz yfi x y y 


AX294199 


Sequence 




77T 
/ / 3 


i 0 
x u . 


p 
O 


R 1 

3 X . 


A 


z u 


7 
Z 


AV7QC777 

AAz y 3 / z z 


AX295722 


Sequence 




77/ 
/ / ft 


1 o 

X vj , 


R 
O 


R 1 

3 X . 


A 
, *± 


9 n 
z u 


9 
Z 


^9 Qft 7 
riAb DZ7o j 


AX662983 


Sequence 


c 


77c 
/ / 3 


1 o 

X u . 


R 
O 


R T 

3 X . 


4 
. ft 


9 1 

Z X 


9 
Z 


Z1P07A9P4 
nKU / ft Z 0 ft 


AR074284 


Sequence 


c 


7 7 6 


1 o 
x u . 


R 


R 1 

3 X . 


A 
. ft 


9 1 
Z X 


7 

z 


nno RCCCQ 
dijud b b b 0 


BD056668 


Method to 


(-1 


111 
iff 


1 o 

X vj . 


R 
O 


R 1 
3 X . 


4 


9 1 
Z X 


9 
z 


Rno 9 1 9 ft 4 

OU U -/ X -7 O f± 


BD091984 


Recombina 




119. 

I/O 


i o 

X VJ 1 


R 
O 


R 1 

3 X < 


4 

• ft 


9 1 

Z X 


9 
z 


Rnn 9 1 9ft r 


BD091985 


Recombina 




779 


10 . 


8 


51 . 


, 4 


2 1 


2 


(^^069992 

V>OUUy 


CS069222 


Sequence 


c 


780 


10. 


8 


51. 


4 


21 


2 


AX032646 


AX032646 


Sequence 


c 


781 


10. 


8 


51. 


4 


21 


2 


AX154416 


AX154416 


Sequence 


c 


782 


10. 


8 


51. 


4 


21 


2 


AX328130 


AX328130 


Sequence 


c 


783 


10. 


8 


51. 


4 


22 


2 


AR009526 


AR009526 


Sequence 


c 


784 


10. 


8 


51. 


4 


22 


2 


AR172138 


AR172138 


Sequence 
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c 


7 ft c 
/ O 3 


i ft 
J. u , 


Q 


ri 

D X . 


A 


7 7 
z z 


9 
z 


O LJ X O 3 / / O 


BD165778 


Immunorea 


c 


/OD 


i ft 
xu . 


p 


D X . 


A 


7 7 
z z 


Z 


nm Q9 1 9 r 

UU X -7 Z X Z J 


DD192125 


Decellula 


c 


7ft 7 


1 ft 

X u , 


Q 

. o 


D X . 


A 
, *± 


9 9 
z z 


9 
z 


J. D O Z U W 


166200 Sequence 7 


/-I 


7flQ 

/ o o 


1 ft 

x u . 


Q 

. o 


1 

D X . 


A 
, 1 


99 
z z 


9 
z 


166213 


166213 Sequence 7 




TOO 


1 ft 


Q 

. o 


D X . 


A 


9 7 

Z 3 


9 
z 


pqftQQ77 ft 


CS089228 


Sequence 


c 




1 ft 
X u , 


Q 

, o 


O X . 


A 

i T 


9 7 

Z 3 


9 
z 


TRD77R 

X 3 VJ / Z 3 


150725 Sequence 7 




7 91 


1 ft 

J. vj . 


o 

. O • 


^ 1 

O X . 


A 
. *± 


7 7 

Z 3 


9 
z 


AX4 77 R7 R 

AA ^ / Z 3 3 


AX472525 


Sequence 


c 


/ 17 Z 


1 ft 

X u . 


p 


O X . 


A 

. 4; 


9 4 

Z 1 


9 
z 


T ft R7 7 R 

X U 3 J Z 3 


105325 Sequence 3 




791 


i n 

X vj . 


ft 


~J x • 


A 


24 


2 


nA J JUU 


AX289566 


Sequence 




7 94 
/ y*± 


1 ft 

X VJ , 


p 


O X . 


A 


94 
z *± 


9 
z 


AY7Q1 ftft 9 


AX291089 


Sequence 




79 R 

/ -7 3 


1 ft 

J. u . 


ft 


ZJ X . 


A 
1 *I 


74 

Z M 


9 
z 


AX79T R79 


AX291879 


Sequence 


c 


79£ 


1 ft 


o 
. o 


3 X • 


A 


9 R 

Z 3 


2 


POfi7fi R7 9 

V^^O Z D 3 3 J 


CQ626539 


Sequence 




797 
/ y / 


1 ft 


ft 


■D X < 


A 
. 1 


7 R 

Z 3 


2 


POfi7fi R4 ft 


CQ626540 


Sequence 


c 


7 9 ft 
/ .7 o 


1 ft 
X vj 


Q 

. o 


3 X . 


A 
. *± 


7 R 

Z 3 


9 
z 


T07fi7777 


CQ767773 


Sequence 


c 


7QQ 
/ J 27 


1 ft 
X u 


p 


D X < 


A 


9 c; 

Z 3 


9 
z 


rnftftftftft. 7 


'CQ888887 


Sequence 


c 


ft ft O 


1 ft 
X u 


p 


i 

D X . 


A 


9 R 

Z 3 


9 
z 


ftftQC 7 ft R9 


CQ963859 


Sequence 


c 


q n i 

C5U1 


1 ft 
X u 


p 


3 X . 


A 


9 ^ 
Z 3 


z 


T1 ^779 

llO / 3 Z 


116732 Sequence 9 


c 


ft O 9 
O UZ 


1 ft 
X u 


p 


i 

3 X . 


A 


9 c; 

Z 3 


z 


AP9 7 9 74ft 
/iI\Z 3 -7 3 *± u 


AD97Q7Aft 
MKZ 3 i7 3ft U 


C a /"*ri i T"i a 


c 


ft 0 7 
O U3 


1 ft 
X u 


p 


1 

3 X . 


A 


9 ^ 
Z D 


9 
z 


AR4 7 ^ ft 7 


MKft O / D U Z 


ocCjUcIiUc 


c 


ft ft 4 
0 U ft 


1 ft 
X u 


p 


3 X , 


A 


9 c; 

Z 3 


9 
Z 


2\T?4^7^ft7 
/irvfi O / DUO 


AD4C7^ft7 
MKft D / D VJ 3 


O ^ /"T 1 1 /~\ 


c 


ft ft R 


1 ft 
X u 


p 


3 X , 


A 


9 c: 

Z 3 


o 
Z 


ADCQ7 RR R 
/\rvO -/ / 3 3 3 


MKO y / 3 3 3 


ocqUcilL-c 


c 


ft ft 


1 ft 
X u 


ft 

. o 


3 X i 


A 
• *I 


9 R 

Z 3 


2 


AR7fi??7ft 
r\ / d z z / o 


AP7^777ft 
Mrs. / O Z Z / o 




c 


ft ft7 


1 ft 
X u 


ft 


3 X . 


A 


9 ^ 

Z 3 


9 
z 


AR76R797 


Ap7p; cool 
MK / D 3 j «7 / 




c 


ft ft ft 
o u o 


1 ft 
X u 


D 

. o 


3 X ■ 


A 


9 R 

Z 3 


9 
z 


AR777 R4 9 


AD777 ca 9 
MK / / / D ft y 






Q ft Q 


1 ft 
X u 


p 


3 X . 


A 


9 R 
Z 3 


9 
Z 


Avi 1714ft 

r\y\.X X / X*± O 


A Y1 17 14ft 
MAX X / Xft O 




c 


ft 1 ft 

0 J. u 


1 ft 
X u 


p 


3 X 


A 


9 R 
Z 3 


9 
z 


ay 9 7 Q 1 4 9 

.rt-A. Z / _7 X *± Z 


A Y7 7 9 14 9 
MAZ / y Xft Z 


Com idtipd 


c 


Q 1 1 
O X X 


1 ft 
X u 


p 


3 X , 


A 


9 c; 

Z 3 


9 
z 


AXRftft91 ft 


A.Yc:ftftQT ft 
MA3 U U i7 X VJ 


O Q /^Tl 1 ^ T1 


c 


Q 1 O 
O XZ 


1 ft 
X u 


p 


3 X 


A 


7 t: 

Z 3 


9 
Z 


AVR ft ft 9 1 1 


mad u u y x x 


oequence 


c 


ft 1 7 


1 ft 
X u 


p 


3 X 


A 


7 c; 

Z 3 


9 
Z 


AV R ft ft 9 1 7 


AVCftHQI 9 

MA3 U U y XZ 


bequence 


c 


ft 1 A 

O Xft 


1 ft 
X u 


p 


3 X . 


A 


7 c; 

Z 3 


9 
Z 


aycn ft 9 1 7 
nAJ VJ U -7 X J 


MA3 U U y X J 


ocqllcIlCc 


c 


O X 3 


1 ft 
X u 


p 


3 X 


A 


7 

Z 3 


9 
z 


AYR 7fi 99 ft 

r\A3 / O -7 Z U 


MA3 / D -7 Z U 






ft 1 £ 

O XD 


1 ft 
X u 


p 


3 X 


A 


9 R 
Z 3 


9 
z 


AY fif) 9 4 7 7 

O VJ 17 *± / / 


AYCftQ/l T7 
MAD Ui7 4 / / 


sequence 


c 


ft 1 7 
o X / 


1 ft 
X u 


Q 

• o 


3 X 


A 
. *± 


9 R 

Z 3 


9 
z 


AYfi 1 ft ft79 

nA O X VJ VJ 3 Z 


AYC 1 H ft 7 7 
MAD XU U3 Z 


bequence 


c 


ft 1 ft 
o x o 


1 ft 
X vj 


p 


3 X 


4 

. *i 


9 R 

Z 3 


9 
z 


AY 7 ft 7 1 ft R 

r^-A. / O 3 X O 3 


AY7Q71 QR 
MA / 03 X O 3 


bequence 


c 


ft 1 Q 

o x y 


1 ft 
X u 


p 
. o 


3 X 


A 
. *± 


9 R 

Z 3 


9 
z 


AY7ft7 1 ft 


AX783186 


Sequence 


c 


ft 7 ft 


1 ft 
X u 


p 


c; i 

3 X 


/I 

. *± 


9 R 

Z 3 


9 
z 


AY7ft7 1 ft 7 

r^-A. / O 3 X O / 


AX783187 


Sequence 


c 


ft 7 1 


1 ft 
X u 


p 


R 1 

3 X 


/I 
. 4 


9 R 
Z 3 


9 
Z 


SY7P 7 1 ft ft 
/ O 3 X O O 


AX783188 


Sequence 


c 


Q 7 7 
o Z Z 


1 ft 
X u 


p 


R 1 
3 X 


/I 
. *± 


9 R 
Z 3 


9 
Z 


AY 7 ft 7 1 ft 9 
Jr\j\ / O 3 X O y 


AX783189 


Sequence 




ft 7 7 
O Z 3 


1 ft 
X u 


p 


i 

3 X 


A 


9 R 
Z 3 


9 
Z 


AY7 ft4 71ft 


AX784318 


Sequence 




ft 7/1 
O Z ft 


1 ft 
X u 


p 


D X 


A 


9 R 
Z 3 


9 
z 


AY7 ft 4 719 

rt-A / O 1 3 X -7 


AX784319 


Sequence 




Q 7 C 


1 ft 
X u 


p 


3 X 


/I 
. ft 


9 R 
Z 3 


9 

z 


AY 7 ft4 7 9 ft 
>\A / O ft 3 Z U 


AX784320 


Sequence 




ft 7 £ 
O Z D 


1 ft 
X u 


p 


3 X 


/I 

. *± 


9 R 
Z 3 


9 
z 


AY7R4 79 1 

nA / O *± 3 Z X 


AX784321 


Sequence 




ft 7 7 
D Z / 


1 ft 
X u 


p 


3 X 


/I 

. *± 


9 R 

Z 3 


9 
z 


AY7ft4 799 

nA. / O *± 3 Z Z 


AX784322 


Sequence 


c 


ft 7 ft 
O Z O 


1 ft 
X u 


p 


3 X 


/I 
. 4 


9 R 
Z 3 


9 
Z 


AY7ft4 Rft 1 
/ O *± 3 VJ X 


AX784501 


Sequence 


c 


ft 7 Q 

o z y 


1 ft 
X u 


p 


3 X 


A 


9 R 
Z 3 


9 
Z 


AY7 ft 4 R ft 9 
.rtA. / O *± 3 VJ Z 


AX784502 


Sequence 


c 


Q 7 ft 


1 ft 
X u 


Q 

. o 


3 X 


. *± 


7 R 
Z 3 


9 
Z 


ay 7 ft 4 R ft 7 
HA / O ft 3 U 3 


AX784503 


Sequence 


c 


ft 7 1 
O 3 X 


1 ft 
X u 


p 


3 X 


A 


7 R 
Z 3 


9 
Z 


AY7 ft 4 R ft4 
r\A. / O *± 3 VJ *± 


AX784504 


Sequence 


c 


ft 7 7 
O J Z 


1 ft 
X u 


p 


3 X 




7 R 
Z 3 


9 
Z 


AY 7 R4 R ft R 


AX784505 


Sequence 


c 


ft 7 1 
O J J 


1 ft 

X u 


p 


3 X 




7 c; 

Z 3 


9 
Z 


AY7ft4 Rftfi 
MA / O ft 3 VJ D 


AX784506 


Sequence 


c 


Q 7 id 


1 ft 
X u 


p 


3 X 


A 


7 c; 

Z 3 


9 
Z 


AV7 ft A q ft 7 
nA / O ft 3 VJ / 


AX784507 


Sequence 


c 


Q"5 r 
OJD 


1 ft 
X u 


p 


3 X 




7 R 
Z 3 


9 
z 


ZV Y 7 ft 4 R ft ft 
MA / O ft 3 VJ O 


AX784508 


Sequence 


c 


O JO 


1 ft 
X u 


p 


3 X 


A 


7 c: 
Z 3 


9 
Z 


AY7ft4Rft9 
i\A / O ft 3 U y 


AX784509 


Sequence 


c 


Q 7 7 


1 ft 
X u 


p 


c; i 

3 X 


. ft 


7 R 

Z 3 


9 
Z 


AY7 ft 4 Rift 
MA / O *± 3 X VJ 


AX784510 


Sequence 


c 


ft 7 Q 
Ojo 


1 ft 
X u 


p 


3 X 


. ft 


7 R 
Z 3 


9 
Z 


AY7ft4 R1 1 
MA / O *± 3 X X 


AX784511 


Sequence 


c 


Q 7 Q 


1 ft 
X u 


p 


3 X 


A 
. ft 


7 R 
Z 3 


9 
Z 


AY7 ft 4 R 1 9 
MA / O *± 3 X Z 


AX784512 


Sequence 


V— 


ft 4 ft 


1 ft 

X VJ 


ft 


3 X 


4 
. *± 


7 

Z D 


9 
z 


AR00749 1 

nl\. VJ \J 3 M Z X 


AR003421 


Sequence 


c 


841 


10 


. 8 


51 


.4 


26 


2 


121210 


121210 Sequence 56 


c 


842 


10 


. 8 


51 


.4 


26 


2 


174477 


174477 Sequence 56 




843 


10 


. 8 


51 


.4 


26 


2 


AR452930 


AR452930 


Sequence 




844 


10 


. 8 


51 


.4 


26 


2 


AX060675 


AX060675 


Sequence 




845 


10 


. 8 


51 


.4 


26 


2 


AX224561 


AX224561 


Sequence 
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846 


10 . 


8 


51 . 


( 4 


26 


2 


AX226417 


AX226417 


Sequence 




847 


10 , 


8 


51 . 


, 4 


26 


2 


AX378884 


AX378884 


Sequence 


Q 


848 


10 . 


8 


51 . 


4 


27 


2 


AR072913 


AR072913 


Sequence 


Q 


84 9 


10 


8 


51 . 


4 


27 


2 


^ — V; <*j s. >J ~J —J 


CQ818392 


Sequence 




85 0 


X W i 


8 


51 . 


4 


27 


2 


109679 


109679 Sequence 4 


I— 


RSI 


"i o 

J- u . 


Q 
o 


~> X . 


4 


2 7 


2 


128735 


128735 Sequence 3 




852 


10 . 


, 8 


51 . 


, 4 


27 


2 


171977 


171977 Sequence 13 


Q 


853 


10 . 


. 8 


51 . 


, 4 


27 


2 


AX116952 


AX116952 


Sequence 




854 


10 . 


, 8 


51 , 


, 4 


27 


2 


AX224588 


AX224588 


Sequence 




855 


10 , 


, 8 


51 . 


, 4 


28 


2 


A844 04 


A84404 Sequence 19 




856 


10 . 


, 8 


51 , 


, 4 


28 


2 


BD082505 


BD082505 


A method 


Q 


8 57 


10 . 


8 


51 


( 4 


28 


2 


C0755641 


CQ755641 


Sequence 


Q 


858 


10 . 


, 8 


51 . 


, 4 


28 


2 


C0757844 


CQ757844 


Sequence 




859 


10 


, 8 


51 


i 4 


28 


2 


COR29928 


CQ829928 


Sequence 




860 


10 . 


, 8 


51 . 


, 4 


28 


2 


CS208986 


CS208986 


Sequence 




861 


10 . 


. 8 


51 . 


, 4 


28 


2 


AR279883 


AR279883 


Sequence 




O D 


10 


8 


51 


t 4 


2 8 


2 


AX4 2 7^0^ 


AX427303 


Sequence 


Q 


863 


10 . 


, 8 


51 . 


. 4 


28 


2 


AX764679 


AX764679 


Sequence 




864 


10 


. 8 


51 


, 4 


29 


2 


CQ818393 

^ — V: U J- U J ^ J 


CQ818393 


Sequence 




865 


10 . 


, 8 


51 


. 4 


3 0 


2 


A93817 


A93817 Sequence 10 




ODD 


10 


8 


51 


, 4 


3 0 


2 


A93818 


A93818 Sequence 11 




8 67 


10 , 


. 8 


51 


, 4 


30 


2 


BD091869 


BD091869 


Novel hem 




RfiR 

o o o 


10 


8 


51 


, 4 


3 0 


2 


C07 97 68 7 

Sm-V,^ 1 -J 1 \J \J 1 


CQ797687 


Sequence 




Rfi9 

O D J 


10 


8 


S 1 


f 4 


30 


2 


189978 


189978 Sequence 26 


Q 


870 


10 


. 8 


51 


, 4 


3 0 


2 


AX026S67 


AYDOC S£7 






871 


10 


. 8 


51 


, 4 


3 0 


2 


AX052926 

rui \j -j ^ £-i \j 




OcLJUcIlLc 




R79 


i n 

X u , 


. D 


so 

Zj U 


c 
. Zj 


1 7 

X / 


o 
z. 


ART 0R7HR 

r^I\. X VJ O / U O 


ADI Oft 7 Oft 


Dc:tJ U.C JXv_. c 


C 


ft 7 7 


x u , 


(Z 


D U 


C 
. O 


1 7 
X / 


9 


nnn 7ft ft r i 

DU U / O O O X 


nnn 7 ft ft ft i 


C*ln a yon 
^IlctjJtiL VJIltr 


c 

v_- 


874 


10 


. 6 


SO 


. 5 


17 


2 


RD24 1109 


auz *t x x u y 


MohVinHo a 


Q 


875 


10 


6 


50 


. 5 


17 


2 


rOfil S7S9 


C*C\ & 1 R7SQ 
VwVjJO XZj 1 ZJZj 




Q 


876 


10 


. 6 


50 


, 5 


17 


2 


CO615760 


V^V^O 1 J / D U 






ft 77 


10 


. 6 


50 


. 5 


17 


2 
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SCORE Search ReswDfts Detains for AppUBcatnooD 
10728491 aoudl Search Result y§-l®-728-491- 
lomaXoirgea 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10728491 and Search Result us-10- 

728-491-1. max. rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 > 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: November 20, 2006, 05:46:55 ; Search time 2001 Seconds 

(without alignments) 
671.112 Million cell updates/sec 

Title: US-10-728-491-1 
Perfect score: 21 

Sequence: 1 ggcugcgugccuccucacugg 21 

Scoring table: I DENT I TY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 

Total number of hits satisfying chosen parameters: 1796954 

Minimum DB seq length: 0 
Maximum DB seq length: 3 0 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : GenEmbl : * 



1 




gb_env : * 


2 




gb_pat : * 


3 




gb__ph : * 


4 




gb_pl : * 


5 




gb_pr : * 


6 




gb_ro : * 


7 




gb_s t s : * 


8 




gb_sy : * 


9 




gb_un : * 


10 


gb_vi : * 


11 


gb_ov : * 


12 


gb_htg : * 


13 


gb_in : * 


14 


gb_om.: * 


15 


gb_ba : * 
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Z 


Zi Y A A 7 A A P. 
/\Aft ft / ft U O 


AX447408 


Sequence 




QQQ 

y o y 


i a 
X U 


(Z 


c a 
D U 


cr 
. D 


9 A 
Z ft 


9 
Z 


A Y R A Q 9 ^ 9 
AADft OjoZ 


AX548362 


Sequence 


c 


q q n 

y y u 


i a 
X u 


(Z 

. b 


c: a 
D U 


cr 
. D 


9 r 

Z D 


9 
Z 


ADA9QAR^ 
HKUj 0 U D O 


AR038056 


Sequence 


c 


Q Q 1 

y y i 


i n 
xu 


. b 


c; a 
DU 


. D 


9 R 
Z D 


9 
Z 


"nm 9 q ^ q p 


BD129698 


Inhibitio 


c 


y y z 


i n 
xu 


. b 


D U 


cr 
. D 


9 R 
Z D 


9 
Z 


v^v^o X o o o o 


CQ618688 


Sequence 




QQO 

y y j 


i n 
x u 


. b 


c: A 
D U 


. D 


9 c; 
Z D 


9 
Z 


Lyo Oft D / u 


CQ864570 


Sequence 


c 


Q Q /I 

y y 4 


i a 

xu 


. b 


C A 
DU 


r 
. D 


9 £ 

z D 


9 
Z 


r>X X X X / 


E11117 Oligonucleo 


c 


995 


X u 


. b 


C A 
DU 


cr 
. D 


9 tr 
Z D 


9 
Z 


AD9tr.99tr.1 
J\KZ DZ ZD X 


AR252251 


Sequence 




996 


10 


.6 


50 


.5 


25 


2 


AR268120 


AR268120 


Sequence 


c 


997 


10 


. 6 


50 


.5 


25 


2 


AR459751 


AR459751 


Sequence 


c 


998 


10 


.6 


50 


.5 


25 


2 


AX003056 


AX003056 


Sequence 


c 


999 


10 


. 6 


50 


.5 


25 


2 


AX118244 


AX118244 


Sequence 


clOOO 


10 


. 6 


50 


.5 


25 


2 


AX500900 


AX500900 


Sequence 



ALIGNMENTS 



RESULT 1 
AR080883 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE . 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR080883 
Sequence 
AR080883 
AR080883 . 



1 from patent US 



GI : 10007612 



18 bp 
5969117. 



DNA 



linear 



PAT 31-AUG-2000 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Agrawal , S . 

Modified protein kinase a-specific oligonucleotide 
Patent: US 5969117-A 1 19-OCT-1999; 

Location/Qualifiers 

1. .18 

/organism= "unknown" 
/mol_type="unassigned DNA" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3 . 6e+02 ; 
4; Mismatches 0; Indels 



0; Gaps 



0; 
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Qy 
Db 



5 GCGUGCCUCCUCACUGG 21 

I I hi I I :| ! :| I h I I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 2 
AR080886 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR080886 
Sequence 
AR080886 
AR080886, 



4 from patent US 



1 GI:10007615 



18 bp 
5969117. 



DNA 



linear PAT 31 -AUG- 2 000 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Agrawal , S . 

Modified protein kinase a-specific oligonucleotide 
Patent: US 5969117-A 4 19-OCT-1999; 

Location/Qualifiers 

1. .18 

/organi sm= 11 unknown " 
/mol_type="unassigned DNA" 




Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

llhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



RESULT 3 
AR080888 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR080888 
Sequence 
AR080888 
AR080888 . 



18 bp 

6 from patent US 5969117. 
1 GI:10007617 



DNA 



linear PAT 31 -AUG- 2 000 



Unknown . 
Unknown . 
Unclassified . 
1 (bases 1 to 18) 
Agrawal, S. 

Modified protein kinase a-specific oligonucleotide 
Patent: US 5969117-A 6 19-OCT-1999; 

Location/Qualifiers 

1. .18 

/organi sm= "unknown" 
/mol_type="unassigned DNA" 



Query Match 81 . 0%; 

Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 



Qy 



5 GCGUGCCUCCUCACUGG 21 
llhllhlhllhll 
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Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 4 
BD107649 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD107649 18 bp DNA linear PAT 18-SEP-2002 

Modified protein kinase A-specific oligonucloetides and methods of 
their use. 
BD107649 

BD107649.1 GI:23202467 
JP 2002501370-A/l . 
unidentified 
unidentified 
unclassified sequences. 
1 (bases 1 to 18) 
Agrawal , S . 

Modified protein kinase A-specific oligonucloetides and methods of 
their use 

Patent: JP 2002501370-A 
HYBRIDON INC 



1 15-JAN-2002; 



OS 
PN 
PD 
PF 
PR 
PI 
PC 
CC 
CC 
CC 

CC 
FH 
FT 
FT 



FEATURES 

source 



ORIGIN 



Unidentified 

JP 2002501370-A/l 

15-JAN-2002 

12-FEB-1998 JP 1998539567 
12-MAR-1997 US 60/040740 
SUDHIR AGRAWAL 

C12N15/11, A61K3 1/70, C07H2 1/04 
Strandedness : Single; 
Topology: Linear; 

Modified protein kinase A-specific oligonucloetides and 
methods of their 

use 

Key Location/Qualifiers 
source 1. .18 

/organism= 1 Unidentified ' . 

Location/Qualifiers 

1. .18 

/organism^ "unidentified" 
/mol_type= "genomic DNA" 
/db_xref = " taxon : 3 2 644 " 



CC 



Query' Match 81 . 0% ; 

Best Local Similarity 76.5%; 



Matches 



13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

Ilhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



RESULT 5 
BD107652 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



BD107652 18 bp DNA linear PAT 18-SEP-2002 

Modified protein kinase A-specific oligonucloetides and methods of 
their use. 
BD107652 

BD107652.1 GI:23202470 
JP 2002501370-A/4 . 
unidentified 
unidentified 
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REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



unclassified sequences. 
1 (bases 1 to 18) 
Agrawal , S . 

Modified protein kinase A-specific oligonucloetides and methods of 
their use 

Patent: JP 2002501370-A 4 15-JAN-2002; 
HYBRIDON INC 



OS 
PN 
PD 
PF 
PR 
PI 
PC 
CC 
CC 
CC 

CC 
FH 
FT 
FT 



FEATURES 

source 



ORIGIN 



Unidentified 

JP 2002501370-A/4 

15-JAN-2002 

12-FEB-1998 JP 1998539567 
12-MAR-1997 US 60/040740 
SUDHIR AGRAWAL 

C12N15/11, A61K31/70 / C07H21/04 
Strandedness : Single; 
Topology: Linear; 

Modified protein kinase A-specific oligonucloetides and 
methods of their 

use 

Key Location/Qualifiers 
source 1. .18 

/organism= ' Unidentified ' . 

Location/Qualifiers 

1 . .18 

/organism= "unidentified" 
/mol_type= "genomic DNA" 
/db_xref="taxon: 32644" 



CC 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

Ilhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



RESULT 6 
BD107654 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD107654 18 bp DNA linear PAT 18-SEP-2002 

Modified protein kinase A-specific oligonucloetides and methods of 
their use. 
BD107654 

BD107654.1 GI:23202472 
JP 2002501370-A/6. 
unidentified 
unidentified 
unclassified sequences. 
1 (bases 1 to 18) 
Agrawal , S . 

Modified protein kinase A-specific oligonucloetides and methods of 
their use 

Patent: JP 2002501370-A 6 15-JAN-2002; 

HYBRIDON INC 

OS Unidentified 

PN JP 2002501370-A/6 

PD 15-JAN-2002 

PF 12-FEB-1998 JP 1998539567 
PR 12-MAR-1997 US 60/040740 
PI SUDHIR AGRAWAL 
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PC C12N15/ll,A61K31-/70,C07H21/04 

CC Strandedness : Single; 

CC , Topology: Linear; 

CC Modified protein kinase A-specific oligonucloet ides and 
methods of their 

CC use 

FH Key 

FT source 
FT 



FEATURES 

source 



ORIGIN 



CC 



Location/Qualifiers 
1. .18 

/organism= 'Unidentified' . 
Location/Qualifiers 
1. .18 

/organism= "unidentified" 
/mol_type= "genomic DNA" 
/ db_xr e f = " t axon : 3 2 6 4 4 " 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

llhllhlhMhIl 
1 GCGTGCCTCCTCACTGG 17 



RESULT 7 
BD192474 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



FEATURES 

source 



ORIGIN 



BD192474 18 bp DNA linear PAT 17-JUL-2003 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal. 
BD192474 

BD1924 74 . 1 GI : 33 002213 
JP 2002510319-A/39. 
synthetic construct 
synthetic construct 

other sequences; artificial sequences. 
1 (bases 1 to 18) 
Teng,C.L. and Hardee ,G. 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal 

Patent: JP 2002510319-A 39 02-APR-2002; 
ISIS PHARMACEUTICALS INC 
OS Artificial Sequence 
PN JP 2002510319-A/39 
PD 02-APR-2002 

PF 01-JUL-1998 JP 1999507295 

PR 01-JUL-1997 US 08/886829 

PI CHING LEOU TENG, GREG HARDEE 

PC C12Ql/68,A61K9/127,A61K4 8/00,C07H21/04 

CC Description of Artificial Sequence: Novel Sequence FH Key 
Location/Qualifiers . 
Location/Qualifiers 
1. .18 

/organism= " synthetic construct" 
/mol_type= "genomic DNA" 
/db_xref= M taxon: 32630" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 
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Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

Ilhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



RESULT 8 
BD192475 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD192475 18 bp DNA linear PAT 17-JUL-2003 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal. 
BD192475 

BD192475.1 GI : 33 002214 
JP 2002510319-A/40. 
synthetic construct 
synthetic construct 

other sequences; artificial sequences. 
1 (bases 1 to 18) 
Teng,C.L. and Hardee, G. 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal 

Patent: JP 2002510319-A 40 02-APR-2002; 
ISIS PHARMACEUTICALS INC 
Artificial Sequence 
JP 2002510319-A/40 
02-APR-2002 

01-JUL-1998 JP 1999507295 
01-JUL-1997 US 08/886829 
CHING LEOU TENG, GREG HARDEE 
C12Ql/68,A61K9/127,A61K48/00,C07H21/04 
Description of Combined DNA/RNA Molecule: 



FEATURES 

source 



ORIGIN 



OS 
PN 
PD 
PF 
PR 
PI 
PC 

cc 

U at positions 4 and 

CC 15 are RNA 

CC Description of Artificial Sequence: Novel Sequence FH 
Location/Qualifiers . 
Location/Qualifiers 
1. .18 

/organism=" synthetic construct" 
/mol_type= "genomic DNA" 
/db_xref = " t axon : 3 2 6 3 0 " 



Key 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Qy 

Db 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 



5 GCGUGCCUCCUCACUGG 21 

Ilhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



RESULT 9 
BD192476 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS • 
SOURCE 

ORGANISM 



BD192476 18 bp DNA linear PAT 17-JUL-2003 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal. 
BD192476 

BD1924 76. 1 GI : 33 002215 
JP 2002510319-A/41 . 
synthetic construct 
synthetic construct 
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other sequences; artificial sequences. 
REFERENCE 1 ,(bases l' to 18) 

AUTHORS Teng,C.L. and Hardee, G. 

TITLE Compositions and methods for the delivery of oligonucleotides via 

the alimentary canal 
JOURNAL Patent: JP 2002510319-A 41 02-APR-2002; 

ISIS PHARMACEUTICALS INC 
COMMENT OS Artificial Sequence 

PN JP 2002510319-A/41 

PD 02-APR-2002 

PF 01-JUL-1998 JP 1999507295 

PR 01-JUL-1997 US 08/886829 

PI CHING LEOU TENG, GREG HARDEE 

PC C12Ql/68,A61K9/127,A61K48/00,C07H21/04 

CC Description of Combined DNA/RNA Molecule: 

U at positions 8 and 

CC 11 are RNA 

CC Description of Artificial Sequence: Novel Sequence FH Key 
Location/Qualifiers . 
Location/Qualifiers 
1. .18 

/organism=" synthetic construct" 
/mol_type= "genomic DNA" 
/ db_xr e f = " t axon : 3 2 6 3 0 " 

ORIGIN 



FEATURES 

source 



Query Match 81. 0%; 

Best Local Similarity 76.5%; 



Matches 



13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I I hi i hi -I I h I ' 
1 GCGTGCCTCCTCACTGG 17 



RESULT 10 

AR208385 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR2 083 8 5 18 bp DNA 

Sequence 1 from patent US 6383752. 
AR208385 

AR2 083 8 5. 1 GI -.21509526 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Agrawal,S. and Kandimalla, E . R . 

Pseudo- cyclic oligonucleobases 

Patent: US 6383752-A 1 07-MAY-2002; 

Location/Qualifiers 

1. .18 

/organism= "unknown" 
/mol_type= "unassigned DNA" 



linear 



PAT 20-JUN-2002 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 



Qy 



GCGUGCCUCCUCACUGG 21 
I I hi Ihh : I I hi I 
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Db 



1 GCGTGCCTCCTCACTGG 17 



RESULT 11 

149062 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
FEATURES 

source 



ORIGIN 



linear PAT 07-OCT-1997 



149062 18 bp DNA 

Sequence 2 from patent US 5627158. 
149062 

149062.1 GI:2467525 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Cho-Chung, Y.S. 

Antisense oligonucleotides of human regulatory subunit 

Rl-.sub. .alpha, of camp dependent protein kinases for the treatment 

of cancer 

Patent: US 5627158-A 2 06-MAY-1997; 
Location/Qualifiers 
1. .18 

/organism= "unknown" 
/mol_type="unassigned DNA" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 16 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I I hi i h I h I I h I I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 12 

176423 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
FEATURES 

source 



ORIGIN 



176423 18 bp DNA linear PAT 03 -APR- 1998 

Sequence 2 from patent US 5691317. 

176423 

176423.1 GI:3012577 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Cho-Chung, Y.S.. 

Antisense oligonucleotides of human regulatory subunit RI- alpha of 
cAMP dependent protein kinases for the treatment of cancer 
Patent: US 5691317-A 2 25-NOV-1997; 

Location/Qualifiers 

1. .18 

/organism= "unknown" 
/mol_type="unassigned DNA" 



Query Match 81 . 0% ; 

Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



. 0 ; Gaps 



0; 



Qy 



GCGUGCCUCCUCACUGG 21 
flhllhlhllhll 
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Db 



1 GCGTGCCTCCTCACTGG 17 



RESULT 13 

AR430158 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR430158 18 bp DNA 

Sequence 20 from patent US 6645943. 
AR430158 

AR430158 . 1 GI: 40190830 

Unknown . 
Unknown . 
Unclassified. 
1 (bases 1 to 18) 

Agrawal,S., Diasio,R.B. and Zhang, R . 
Method of down- regulating gene expression 
Patent: US 6645943-A 20 ll-NOV-2003; 
Hybridon, Inc.; Cambridge, MA 

Location/Qualifiers 

1. .18 

/organism= "unknown " 
/mol_type= "genomic DNA" 



linear PAT 18-DEC-2003 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



QY 
Db 



5 GCGUGCCUCCUCACUGG 21 

Ihlihlhllhl 
1 GCGTGCCTCCTCACTGG 17 



RESULT 14 

AR577323 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 



linear PAT 14-DEC-2004 



AR577323 18 bp DNA 

Sequence 39 from patent US 6777544. 
AR577323 

AR577323.1 GI: 565798 57 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Uhlmann,E., Breipohl,G. and Will,D.W. 

Polyamide nucleic acid derivatives and agents and processes for 
preparing them 

Patent: US 6777544-A 39 17-AUG-2004; 
Aventis Pharma Deutschland GmbH; Frankfurt; 



DEX ; 



FEATURES 

source 



ORIGIN 



Location/Qualifiers 
1. .18 

/ organ ism= "unknown" 
/mo l_type= "genomic DNA" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



QY 



5 GCGUGCCUCCUCACUGG 21 
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Db 



Ihllhlhllhll 
GCGTGCCTCCTCACTGG 



17 



RESULT 15 

AR653982 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



ORIGIN 



AR653982 18 bp DNA linear PAT 13-JUN-2005 

Sequence 39 from patent US 6887906. 

AR653982 

AR653 982 .1 GI : 6758484 9 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Teng,C.-L. and Hardee, G. 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal 

Patent: US 6887906-A 39 03 -MAY-2005 ; 
ISISPharmaceuticals , Inc.; Carlsbad, CA 

Location/Qualifiers 

1. .18 

/organism= " unknown" 
/mol_type="genomic DNA" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : II : I I I : I I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 16 . 

AR653983 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



ORIGIN 



AR653983 18 bp DNA linear PAT 13-JUN-2005 

Sequence 40 from patent US 6887906. 

AR653983 

AR653983.1 GI:67584852 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Teng,C.-L. and Hardee, G. 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal 

Patent: US 6887906-A 40 03-MAY-2005; 
ISISPharmaceuticals, Inc.; Carlsbad, CA 

Location/Qualifiers 

1. .18 

/organi sm= 11 unknown " 
/mol_type= "genomic DNA" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 
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Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

Ilhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



RESULT 17 

AR653984 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



ORIGIN 



AR653984 18 bp DNA linear PAT 13-JUN-2005 

Sequence 41 from patent US 6887906. 

AR653984 

AR653984 .1 GI : 67584853 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Teng,C.-L. and Hardee, G. 

Compositions and methods for the delivery of oligonucleotides via 
the alimentary canal 

Patent: US 6887906-A 41 03 -MAY-2005 ; 
ISISPharmaceuticals , Inc.; Carlsbad, CA 

Location/Qualifiers 

1. .18 

/organism= "unknown" 
/mol_type= "genomic DNA" 



Query Match 

Best Local Similarity 



81.0%; Score 17; DB 2; Length 18; 
76.5%; Pred. No. 3.6e+02; 



Matches 13; Conservative 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 

Ilhllhlhllhll 
1 GCGTGCCTCCTCACTGG 17 



4; Mismatches 



21 



0; Indels 



0 ; Gaps 



0; 



RESULT 18 

AR680528 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 



FEATURES 

source 



ORIGIN 



AR680528 18 bp DNA linear PAT 12-SEP-2005 

Sequence 39 from patent US 6905820. 

AR680528 

AR68 0528. 1 GI : 74462297 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Uhlmann,E., Breipohl,G. and Will,D.W. 

Polyamide nucleic acid derivatives, and agents and processes for 
preparing them 

Patent: US 6905820-A 39 14-JUN-2005; 
Aventis Pharma Deutschland GmbH; Frankfurt; 
DEX ; 

Location/Qualifiers 
1. .18 

/organism= "unknown" 
/mol_type= "genomic DNA" 



Query Match 

Best Local Similarity 



81.0%; Score 17; DB 2; Length 18; 
76.5%; Pred. No. 3.6e+02; 
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Matches 



13; Conservative 



4; Mismatches 



0; Indels 



0; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I I hi I I :| hi I hi 
1 GCGTGCCTCCTCACTGG 17 



RESULT 19 

AR714221 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR714221 18 bp DNA 

Sequence 20 from patent US 6936593. 
AR714221 

AR714221. 1 GI : 76005571 

Unknown. 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Agrawal,S., Diasio,R.B. and Zhang, R. 
Method of down- regulating gene expression 
Patent: US 6936593-A 20 30-AUG-2005; 
Hybridon, Inc.; Cambridge, MA 

Location/Qualifiers 

1. .18 

/organism= "unknown" 
/mol_type= "genomic DNA" 



linear PAT 21-SEP-2005 



Query Match . 81.0%; 

Best Local Similarity 76.5%; 
Matches 13; Conservative 



Qy 



Db 



5 GCGUGCCUCCUCACUGG 

I I hi Ihl hll hi I 
1 GCGTGCCTCCTCACTGG 17 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 

21 



0 ; Gaps 



0; 



RESULT 2 0 

AX030046 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



linear PAT 16-SEP-2000 



AX030046 18 bp DNA 

Sequence 2 from Patent EP0972831. 
AX030046 

AX03 004 6 . 1 GI : 1019 02 68 



unidentified 
unidentified 
unclassified sequences. 
1 

Yoon,S.C. 

Antisense oligonucleotides against the alpha regulatory subunit of 
the camp dependent -protein kinase for treatment of cancer 
Patent: EP 0972831-A 2 19-JAN-2000; 
YOON S CHO CHUNG (US) 

Location/Qualifiers 

1. .18 

/organism= "unidentified" 
/mol_type= "unassigned DNA" 
/ db_xr e f = " t axon : 3 2 6 4 4 " 

/note="Antisense sequence corresponding to the 8th-13th 
codon for RI ( " 



ORIGIN 
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Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 76.5%; Pred . No. 3.6e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 21 

AX081371 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



ORIGIN 



AX081371 18 bp DNA linear PAT 27-FEB-2001 

Sequence 50 from Patent WO0108707. 

AX081371 

AX0813 71. 1 GI : 1317 0213 

synthetic construct 
synthetic construct 

other sequences; artificial sequences. 
1 

Uhlmann,E., Greiner,B., Unger,E., Gothe,G. and Schwerdel,M. 
Conjugates and methods for the production thereof, and their use 
for transporting molecules via biological membranes 
Patent: WO< 0108707-A 50 08-FEB-2001; 
Aventis Pharma Deutschland GmbH (DE) 

Location/Qualifiers 

1. .18 

/ org anism= "synthetic construct" 
/mol_type= "unassigned DNA" 
/db_xref = " t axon : 3 2 6 3 0 " 
/not e= "Oligonucleotide" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 
Db 



5 GCGUGCCUCCUCACUGG 21 

I I I • I I I : II : I I I : I I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 22 

AX283201 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source' 



linear PAT 20-NOV-2001 



AX283201 18 bp DNA 

Sequence 39 from Patent WO0179216. 
AX283201 

AX2 83201. 1 GI : 17044082 



synthetic construct 
synthetic construct 

other sequences'; artificial sequences. 
1 

Uhlmann,E., Breipohl,G. and Will,D.W. 

Polyamide nucleic acid derivatives, agents and methods for 
producing them 

Patent: WO 0179216-A 39 25-OCT-2001; 
Aventis Pharma Deutschland GmbH (DE) 

Location/Qualifiers 

1. .18 
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/organism=" synthetic construct" 
/mol_type="unassigned DNA" 
/ db_xr e f = " t axon : 3 2 6 3 0- " 
/note="Beschreibung der kuenstlichen 
Sequenz : Oligonukleotide" 

ORIGIN 

Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 76.5%; Pred. No. 3.6e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I h I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 23 

AX283269 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



AX283269 18 bp DNA linear 

Sequence 33 from Patent WO0179249. 

AX283269 

AX283269.1 GI:17044150 



synthetic construct 
synthetic construct 

other sequences; artificial sequences. 
1 

Uhlmann,E., Breipohl,G. and Will, D.W. 

Polyamide nucleic acid derivatives, agents and methods for 
producing the same 

Patent: WO 0179249-A 33 25 -OCT-2001 ; 
Aventis Pharma Deutschland GmbH (DE) 

Location/Qualifiers 

1. .18 

/organism=" synthetic construct" 
/mol_type="unassigned DNA" 
/ db_xr e f = " t axon : 3 2 6 3 0 " 

/note="Beschreibung der kuenstlichen Sequenz : 
Oligonukleotide" 



PAT 20-NOV-2001 



ORIGIN 



Query Match 81.0%; 
Best Local Similarity 76.5%; 



Matches 



13; Conservative 



Score 17; DB 2; Length 18; 
Pred. No. 3.6e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



QY 
Db 



5 GCGUGCCUCCUCACUGG 21 

IMIM':|'M 
1 GCGTGCCTCCTCACTGG 17 



RESULT 24 

AR170389 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 



AR1703 89 2 0 bp DNA 

Sequence 15 from patent US 6291438. 
AR170389 

AR1703 8 9 .1 GI : 17 90834 8 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 20) 



linear PAT 17-DEC-2001 
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AUTHORS Wang, J. H. 

TITLE Antiviral anticancer poly- substituted phenyl derivatized 

oligoribonucleotides and methods for their use 
JOURNAL Patent: US 6291438-A 15 18-SEP-2001; 
FEATURES Location/Qualifiers 
source 1. .20 

/organism= "unknown" 
/mol_type= "unas signed DNA" 

ORIGIN 

Query Match 81.0%; Score 17; DB 2; Length 20; . 

Best Local Similarity 76.5%; Pred. No. 3.5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 
Qy 5 GCGUGCCUCCUCACUGG 21 

1 1 hi I H hll hi I 

Db 3 GCGTGCCTCCTCACTGG 19 



RESULT 25 

AR170392/C 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
FEATURES 

source 



ORIGIN 



linear PAT 17-DEC-2001 



AR170392 20 bp DNA 

Sequence 18 from patent US 6291438. 
AR170392 

AR170392 .1 GI : 17908351 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 20) 

Wang , J . H . 

Antiviral anticancer poly- substituted phenyl derivatized 
oligoribonucleotides and methods for their use 
Patent: US 6291438-A 18 18-SEP-2001; 

Location/Qualifiers 

1. .20 

/organi sm= " unknown " 
/mol_type="unassigned DNA" 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 20; 
Pred. No. 3.5e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

Ihllhlhllhh 
20 GCGTGCCTCCTCACTGG 4 



RESULT 26 

AR208390 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 



AR208390 
Sequence 
AR208390 
AR208390 . 



6 from patent US 



1 GI:21509532 



23 bp 
6383752. 



DNA 



linear PAT 20-JUN-2002 



Unknown . 

Unknown . 

Unclassified.. 

1 (bases 1 to 23) 

Agrawal,S. and Kandimalla, E . R . 
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TITLE Pseudo-cyclic oligonucleobases 

JOURNAL Patent: US 6383752-A 6 07-MAY-2002; 
FEATURES Location/Qualif iers 

source 1. .23 

/ organ i s m= " unknown" 
/mol_type="unassigned DNA" 

ORIGIN 

Query Match 81.0%; Score 17; DB 2; Length 23; 

Best Local Similarity 76.5%; Pred. No. 3.5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

IIMIM :| M 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 2 7 

AR208394 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR208394 23 bp DNA 

Sequence 10 from patent US 6383752. 
AR208394 

AR208394.1 GI:21509537 

Unknown . 

Unknown . 

Unclassified . 

1 (bases 1 to 23) 

Agrawal,S. and Kandimalla, E . R . 

Pseudo-cyclic oligonucleobases 

Patent: US 6383752-A 10 07-MAY-2002; 

Location/Qualifiers 

1. .23 

/organism= "unknown" 
/mol_type= "unassigned DNA" 



linear PAT 20-JUN-2002 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 23; 
Pred. No. 3.5e+02; 
4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I Ihl I hi hi, I : I I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 28 

AR208388 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 



AR208388 24 bp DNA 

Sequence 4 from patent US 6383752. 



linear PAT 20-JUN-2002 



AR208388 
AR208388 .1 



GI :21509529 



Unknown . 
Unknown . 
Unclassified. 
1 (bases 1 to 24) 
Agrawal,S. and Kandimal la , E . R . 
Pseudo-cyclic oligonucleobases 
Patent: US 6383752-A 4 07-MAY-2002; 
Location/Qualifiers 
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source 



1. .24 

/ org anism= "unknown" 
/mol_type= "unas signed DNA" 



ORIGIN 



Query Match 81.0%; Score 17; DB 2; Length 24; 

Best Local Similarity 76.5%; Pred . No. 3.5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I I hi I I :| hi I hi I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 2 9 

AR208391 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR208391 24 bp DNA 

Sequence 7 from patent US 6383752. 
AR208391 

AR208391.1 GI:21509533 

Unknown. 

Unknown . 

Unclassified. 

1 (bases 1 to 24) 

Agrawal,S. and Kandimalla, E . R . 

Pseudo-cyclic oligonucleobases 

Patent: US 6383752-A 7 07-MAY-2002; 

Location/Qualifiers 

1. .24 

/ organ i sm= " unknown " 
/mol_type="unassigned DNA" 



linear PAT 20-JUN-2002 



Query Match 81.0%; 
Best Local Similarity 76.5%; 
Matches 13; Conservative 



Score 17; DB 2; Length 24; 
Pred. No. 3.5e+02; 
4; Mismatches 0; Indels 



.0; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
1 GCGTGCCTCCTCACTGG 17 



RESULT 3 0 

AR208392 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS. 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



AR2 083 92 2 5 bp DNA 

Sequence 8 from patent US 6383752. 
AR208392 

AR2 08392 .1 GI : 21509534 

Unknown . 

Unknown . 

Unclassified. 

1 {bases 1 to 25) 

Agrawal,S. and Kandimalla, E . R . 

Pseudo-cyclic oligonucleobases 

Patent: US 6383752-A 8 07-MAY-2002; 

Location/Qualifiers 

1. .25 

/organism= "unknown" 
/mol_type="unassigned DNA" 



linear PAT 20-JUN-2002 
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ORIGIN 

Query Match 81.0%; Score 17; DB 2; Length 25; 

Best Local Similarity 76.5%; Pred. No. 3.5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I hi I hi I :| I hi I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 31 

AR208395 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR208395 25 bp DNA 

Sequence 11 from patent US 6383752. 
AR208395 

AR2 08395. 1 GI : 21509538 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to -25) 

Agrawal,S. and Kandimalla, E . R . 

Pseudo-cyclic oligonucleobases 

Patent: US 6383752-A 11 07-MAY-2002; 

Location/Qualifiers 

1. .25 

/organism= "unknown" 
/mol_type= "unassigned DNA" 



linear PAT 20-JUN-2002 



Query Match 81.0%; 
Best Local Similarity 76.5%; 



Matches 



13; Conservative 



Score 17; DB 2; Length 25; 
Pred. No. 3.5e+02; 
4; Mismatches 0; Indels 



0; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

llhllhlhllhll 

1 GCGTGCCTCCTCACTGG 17 



RESULT 32 

AR208393 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR208393 26 bp DNA 

Sequence 9 from patent US 6383752. 
AR208393 

AR208393.1 GI:21509536 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 26) 

Agrawal,S. and Kandimalla, E . R . 

Pseudo-cyclic oligonucleobases 

Patent: US 6383752-A 9 07-MAY-2002; 

Location/Qualifiers 

1. .26 

/organism= " unknown" 
/mol_type= "unassigned DNA" 



linear PAT 20-JUN-2002 



Query Match 



81.0%; Score 17; DB 2; Length 26; 
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Best Local Similarity 76.5%; Pred. No. 3.5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 



0; 



Qy 
Db 



5 GCGUGCCUCCUCACUGG 21 

Mhllhlhllhll 

1 GCGTGCCTCCTCACTGG 17 



RESULT 33 

E13481 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



E13481 25 bp DNA linear PAT 27-APR-1998 

PCR primer for detecting mRNA which encode human enkephalin. 
E13481 

E13481.1 GI:3252286 
JP 1997187299-A/43 . 
unidentified 
unidentified 
unclassified sequences. 
1 (bases 1 to 25) 
Kimoto,Y. 
PRIMER FOR PCR 

Patent: JP 1997187299-A 43 22-JUL-1997; 
NIPPON BIO SERAPH KK 
OS None 

Artificial sequences. 
JP 1997187299-A/43 
22-JUL-1997 

05-JAN-1996 JP 1996027222 
KIMOTO YASUHIKO 
C12Ql/68,C07H21/04,C12N15/09; 
strandedness : Single; 
topology: Linear; ■ 
hypothetical: No; 
anti- sense: No; 



OC 
PN 
PD 
PF 
PI 
PC 
CC 
CC 
CC 
CC 
FH 
FH 
FT 
FT 

misc feature 



Key 



source 



Location/Qualifiers 



1 . 



FT 



FEATURES 

source 



ORIGIN 



1. .25 

/organism= 'Artificial sequences ■ FT 
25 

/note='PCR primer , ENK- 1 ■ . 
Location/Qualifiers 
1. .25 

/organism= "unidentified" 
/mol_type= "genomic DNA" 
/ db_xr e f = " t axon : 3 2 6 4 4 " 



Query Match 73 .3%; 

Best Local Similarity 70.6%; 
Matches 12; Conservative 



Score 15.4; DB 2; Length 25; 
Pred. No. 3.1e+03; 
4; Mismatches 1; Indels 



0; Gaps 



0; 



Qy 

Db 



1 GGCUGCGUGCCUCCUCA 17 

llhll :|lhlhll 
7 GGCTGCCTGCCTCCTCA 2 3 



RESULT 34 
AR241029/C 

LOCUS AR241029 20 bp DNA linear PAT 20-DEC-2002 

DEFINITION Sequence 100 from patent US 6468795. 
ACCESSION AR241029 
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VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



ORIGIN 



AR24 1029.1 GI: 272 8 6246 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 20) 

Watt , A . T . 

Antisense modulation of Apaf-1 expression 
Patent: .US 6468795-A 100 22-OCT-2002; 
ISIS Pharmaceuticals, Inc.; Carlsbad, CA; 
WOX; 

Location/Qualifiers 
1. .20 

/organi sm= " unknown " 
/mol_type= "genomic DNA" 



Query Match 70 . 5% ; 

Best Local Similarity 61.1%; 
Matches 11; Conservative 



Score 14 .8; DB 2; 
Pred. No. 7.2e+03; 
5; Mismatches 2; 



Length 20; 



Indels 



0 ; • Gaps 



0; 



Qy 

Db 



3 CUGCGUGCCUCCUCACUG 20 

hi hi I hi I.: I I :| 
19 CTGAGTGCCTCCTCAGTG 2 



RESULT 3 5 
BDl'87240/c 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



linear PAT 17-JUN-2003 



and Yoshida, H. 



BD187240 22 bp DNA 

Novel ligand and its DNA. 
BD187240 

BD187240.1 GI: 318 7952 9 
WO 02102847-A/57. 
synthetic construct 
synthetic construct 

other sequences; artificial sequences. 
1 (bases 1 to 22) 

Hinuma,S., Fujii,R., Fukusumi,S., Mori,M. 
Novel ligand and its DNA 
Patent: WO 02102847-A 57 27-DEC-2002; 
TAKE DA CHEMICAL INDUSTRIES LTD,SHUJI HINUMA, RYO FUJI I , SHOJI 
FUKUSUMI, MASAAKI MORI,HIROMI YOSHIDA 
COMMENT OS Artificial Sequence 

PN WO 02102847-A/57 
PD 27-DEC-2002 

PF 13-JUN-2002 WO 2002JP005915 

PR 14-JUN-2001 JP 01P 180562, 17-JUL-2001 JP 01P 216773 PR 
26-NOV-2001 JP 01P 359826, 28-DEC-2001 JP 01P 401019 PR 
28-MAY-2002 JP 02P 154533 

PI SHUJI HINUMA, RYO FUJI I, SHOJI FUKUSUMI , MASAAKI MORI,HIROMI PI 
YOSHIDA 

PC C07K14/47 / C07K14/705,C12N15/12,C12Nl/21,C12Nl/19, C12N5/10, PC 
C12P21/02, 

PC C07K16/18,C07K16/28,C12Ql/68, A61K38/17, A61K39/395 , G01N3 3/53 , 
PC G01N33/577 
CC Primer 

FH Key Location/Qualifiers 
FT source 1. .22 

FT /organism= ■ Artificial Sequence'. 

FEATURES Location/Qualifiers 
source 1. .22 
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/organism= "synthetic construct" 
/mol_type= "genomic DNA" 
/db_xr ef = " t axon : 3 2 6 3 0 " 

ORIGIN 

Query Match 68.6%; Score 14.4; DB 2; Length 22; 

Best Local Similarity 68.8%; Pred. No. 1.2e+04; 

Matches 11; Conservative 4; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUC 16 

llhl Hlhlhl 
Db 17 GGCTGTGTGCCTCCTC 2 



RESULT 36 

AR208389 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR208389 23 bp DNA 

Sequence 5 from patent US 6383752. 
AR208389 

AR2 08389.1 GI: 21509531 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 23) 

Agrawal , S . and Kandimalla, E . R. 

Pseudo-cyclic oligonucleobases 

Patent: US 6383752-A 5 07-MAY-2002; 

Location/Qualifiers 

1. .23 

/ organi sm= " unknown " 
/mol_type="unassigned DNA" 



linear PAT 20-JUN-2002 



Query Match 68.6%; 
Best Local Similarity 75.0%; 
Matches 12; Conservative 



Score 14 . 4 ; DB 2 ; 
Pred. No. 1.2e+04; 
3; Mismatches 1; 



Length 23; 
Indels 0; 



Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUG 2 0 

I I hi I I H : HI I I 

1 GCGT.GCCTCCTCACGG 16 



RESULT 3 7 

AR080884 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



AR080884 
Sequence 
AR080884 
AR080884 . 



2 from patent US 



1 GI:10007613 



18 bp 
5969117. 



DNA 



linear PAT 31 -AUG- 2 000 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Agrawal , S . 

Modified protein kinase a-specific oligonucleotide 
Patent: US 5969117-A 2 19-OCT-1999; 

Location/Qualifiers 

1. .18 

/organi sm= "unknown" 
/mol_type="unassigned DNA" 
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ORIGIN 

Query Match 65.7%; Score 13.8; DB 2; Length 18; 

Best Local Similarity 70.6%; Pred. No. 2.8e+04; 

Matches 12; Conservative 3; Mismatches 2; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

III II hi hi hi I 
Db 1 GCGCGCCTCCTCGCTGG 17 



RESULT 3 8 

AR080887 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

. JOURNAL 

FEATURES 

source 



ORIGIN 



AR080887 
Sequence 
AR080887 
AR080887. 



18 bp 

from patent US 5969117. 
GI : 10007616 



DNA 



linear PAT 31-AUG-2000 



Unknown . 

Unknown . 

Unclassified . 

1 (bases 1 to 18) 

Agrawal , S . 

Modified protein kinase a-specific oligonucleotide 
Patent: US 5969117-A 5 19-OCT-1999; 

Location/Qualifiers 

1. .18 

/organism= "unknown" 
/mol_type= "unassigned DNA" 



Query Match 65.7%; 
Best Local Similarity 70.6%; 
Matches 12; Conservative 



Score 13.8; DB 2; Length 18; 
Pred. No. 2.8e+04; 
3; Mismatches 2; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

III llhlhl hll 
1 GCGCGCCTCCTCGCTGG 17 



RESULT 3 9 

AR080889 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR080889 
Sequence 
AR080889 
AR080889 , 



7 from patent US 



GI:10007618 



18 bp 
5969117 . 



DNA 



linear PAT 31-AUG-2000 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 18) 

Agrawal , S . 

Modified protein kinase a-specific oligonucleotide 
Patent: US 5969117-A 7 19-OCT-1999; 

Location/Qualifiers 

1. .18 

/organism= "unknown " 
/mol_type= "unassigned DNA" 



Query Match 



65.7%; Score 13.8; DB 2; Length 18; 
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Best Local Similarity 70.6%; Pred. No. 2.8e+04; 

Matches 12; Conservative 3; Mismatches 2; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

III llhlhl hll 
Db 1 GCGCGCCTCCTCGCTGG 17 



RESULT 4 0 

BD107650 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE . 
ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

. JOURNAL 

COMMENT 



BD107650 18 bp DNA linear PAT 18-SEP-2002 

Modified protein kinase A-specific oligonucloetides and methods of 
their use. 
BD107650 

BD107650. 1 GI : 232 024 68 
JP 2002501370-A/2 . 
unidentified 
unidentified 
unclassified sequences. 
1 (bases 1 to 18) 
Agrawal , S . 

Modified protein kinase A-specific oligonucloetides and methods of 
their use 

Patent: JP 2002501370-A 
HYBRIDON INC 
OS 
PN 
PD 
PF 
PR 
PI 
PC 
CC 
CC 

CC Modified protein kinase A-specific oliqonucloetides and CC 

CC 
FH 
FT 
FT 



2 15-JAN-2002; 



Unidentified 

JP 2002501370-A/2 

15-JAN-2002 

12-FEB-1998 JP 1998539567 
12-MAR-1997 US 60/040740 
SUDHIR AGRAWAL 

C12N15/11, A61K3l/70 / C07H21/04 
Strandedness : Single; 
Topology: Linear; 

Modified protein kinase A-specific oligonucloetides and 
methods of their 

use 
Key 
source 



FEATURES 

source 



ORIGIN 



Location/Qualifiers 
1. .18 

/organism= ' Unidentified ' 
Location/Qualifiers 
1. .18 

/organism^ "unidentified" 
/mol_type= "genomic DNA" 
/db xref="taxon:32644" 



Query Match 65.7%; 
Best Local Similarity 70.6%; 
Matches 12; Conservative 



Score 13.8; DB 2; Length 18; 
Pred. No. 2.8e+04; 
3; Mismatches 2; Indels 



0 ; Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACUGG 21 

III llhlhl hll 
1 GCGCGCCTCCTCGCTGG 17 



Search completed: November 20, 2006, 06:30:13 
Job time : 2036 sees 



SCORE 1,3 BuildDate: 12/06/2005 



http://es/ScoreAccessWeb/GetItem.action?AppId=l 072849 1 &seq!d=836594&ItemName=u. . . 1 1/2 1/06 



SCORE Search Results Details for Application 1C 
and Search Result us-10-728-491-l.max.i 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10728491 and Search Result us-10-72 
start 

Go B 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: November 20, 2006, 05:50:09 



; Search time 98 Seconds 
(without alignments) 
400.952 Million cell updates/sec 



Title: US-10-728-4 91-1 

Perfect score: 21 
Sequence: 



1 ggcugcgugccuccucacugg 21 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 30 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



1097684 



Database 



Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ 

2 : /EMC_Celerra_SIDS3/ptodata/2/ 

3 : /EMC_Celerra_SIDS3/ptodata/2/ 

4 : /EMC_Celerra_SIDS3/ptodata/2/ 

5 : /EMC_Celerra_SIDS3/ptodata/2/ 

6: /EMC_Celerra_SIDS3/ptodata/2/ 

7 : /EMC_Celerra_SIDS3/ptodata/2/ 

8 : /EMC_Celerra_SIDS3/ptodata/2/ 

9 : /EMC_Celerra_SIDS3/ptodata/2/ 
10 : /EMC_Celerra_SIDS3/ptodata/2 



ina/l_COMB . seq : * 
ina/5_COMB . seq : * 
ina/6A_COMB . seq : * 
ina/6B_COMB.seq:* 
ina/7_COMB . seq : * 
ina/H_COMB . seq : * 
ina/PCTUS_COMB . seq : * 
ina/PP__COMB . seq : * 
ina/RE_COMB . seq : * 
/ina/backf ilesl . seq: ' 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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9 





1 


17 


81. 


0 


18 


2 


US-07-702-163B-2 


Sequence 


2, Appli 




2 


17 


81. 


0 


18 


2 


US-08-060-984-2 


Sequence 


2, Appli 




3 


17 


81. 


0 


18 


2 


US-08-383-742-2 


Sequence 


2, Appli 




4 


17 


81. 


0 


18 


2 


US-08-532-979-1 


Sequence 


1, Appli 




5 


17 


81. 


0 


18 


2 


US-08-532-979-4 


Sequence 


4, Appli 




6 


17 


81. 


0 


18 


2 


US-08-532-979-6 


Sequence 


6, Appli 




7 


17 


81. 


0 


18 


3 


US-09-540-699-1 


Sequence 


1, Appli 




8 


17 


81. 


0 


18 


3 


US-09-587-934B-20 


Sequence 


20 , Appl 




9 


17 


81. 


0 


18 


3 


US-09-321-249-20 


Sequence 


20, Appl 




10 


17 


81. 


0 


18 


3 


US-09-835-370-39 


Sequence 


39, Appl 




11 


17 


81. 


0 


18 


3 


US-09-108-673A-39 


Sequence 


39, Appl 




12 


17 


81. 


0 


18 


3 


US-09-108-673A-40 


Sequence 


40, Appl 




13 


17 


81. 


0 


18 


3 


US-09-108-673A-41 


Sequence 


41, Appl 




14 


17 


81. 


0 


18 


3 


US-09-835-371-39 


Sequence 


39, Appl 




15 


17 


81. 


0 


18 


3 


US-09-777-526A-20 


Sequence 


20, Appl 




,16 


17 


81. 


0 


20 


3 


US-09-167-375-15 


Sequence 


15, Appl 


c 


17 


17 


81. 


0 


20 


3 


US-09-167-375-18 


Sequence 


18, Appl 




18 


17 


81. 


0 


23 


3 


US-09-540-699-6 


Sequence 


6, Appli 




19 


17 


81. 


0 


23 


3 


US-09-540-699-10 


Sequence 


10, Appl 




20 


17 


81. 


0 


24 


3 


US-09-540-699-4 


Sequence 


4, Appli 




21 


17 


81. 


0 


24 


3 


US-09-540-699-7 


Sequence 


7, Appli 




22 


17 


81. 


0 


25 


3 


US-09-540-699-8 


Sequence 


8, Appli 




23 


17 


81. 


0 


25 


3 


US-09-540-699-11 


Sequence 


11, Appl 




24 


17 


81. 


0 


26 


3 


US-09-540-699-9 


Sequence 


9, Appli 


c 


25 


14.8 


70. 


5 


20 


3 


US-09-690-364-100 


Sequence 


100, App 




26 


14.8 


70. 


5 


25 


3 


US-09-396-196G-40930 


Sequence 


40930, A 




27 


14.4 


68. 


6 


23 


3 


US-09-540-699-5 


Sequence 


5, Appli 




28 


14.4 


68. 


.6 


25 


3 


US-09-396-196G-110880 


Sequence 


110880, 




29 


14.4 


68. 


,6 


25 


3 


US-09-396-196G-110881 


Sequence 


110881, 




30 


13.8 


65. 


.7 


18 


2 


US-08-532-979-2 


Sequence 


2, Appli 




31 


13.8 


65. 


.7 


18 


2 


US-08-532-979-5 


Sequence 


5, Appli 




32 


13.8 


65. 


.7 


18 


2 


US-08-532-979-7 


Sequence 


7, Appli 


c 


33 


13.6 


64. 


.8 


23 


3 


US-09-896-594-4 


Sequence 


4, Appli 


c 


34 


13.6 


64, 


.8 


23 


3 


US-09-896-594-8 


Sequence 


8, Appli 


c 


35 


13.4 


63. 


.8 


25 


3 


US-09-396-196G-40807 


Sequence 


40807, A 


c 


36 


13.2 


62. 


.9 


25 


3 


US-09-396-196G-15028 


Sequence 


15028, A 




37 


13.2 


62. 


.9 


30 


3 


US-09-302-357-51 


Sequence 


51, Appl 




38 


13.2 


62, 


.9 


30 


3 


US-09-697-719-51 


Sequence 


51, Appl 


c 


39 


13 


61, 


.9 


24 


3 


US-10-196-000-5 


Sequence 


5, Appli 


c 


40 


13 


61 


.9 


25 


3 


US-09-396-196G-36692 


Sequence 


36692, A 




41 


13 


61 


.9 


26 


2 


US-08-277-857-8 


Sequence 


8, Appli 




42 


13 


61 


.9 


26 


2 


US-08-277-857-33 


Sequence 


33, Appl 


c 


43 


13 


61 


.9 


26 


2 


US-08-277-857-59 


Sequence 


59, Appl 


c 


44 


13 


61 


.9 


26 


2 


US-08-277-857-84 


Sequence 


84, Appl 




45 


13 


61 


.9 


26 


3 


US-09-108-673A-93 


Sequence 


93, Appl 




46 


13 


61 


.9 


26 


7 


PCT-US95-09080-8 


Sequence 


8, Appli 




47 


13 


61 


.9 


26 


7 


PCT-US95-09080-33 


Sequence 


33, Appl 


c 


48 


13 


61 


.9 


26 


7 


PCT-US95-09080-59 


Sequence 


59, Appl 


c 


49 


13 


61 


.9 


26 


7 


PCT-US95-09080-84 


Sequence 


84, Appl 


c 


50 


13 


61 


.9 


29 


3 


US-10-012-070A-20 


Sequence 


20, Appl 




51 


12.8 


61 


.0 


25 


3 


US-09-396-196G-125612 


Sequence 


125612, 




52 


12.6 


60 


.0 


21 


3 


US-08-949-344C-18 


Sequence 


18, Appl 


c 


53 


12.6 


60 


.0 


21 


3 


US-09-344-510B-14 


Sequence 


14, Appl 




54 


12.6 


60 


.0 


22 


3 


US-08-564-496C-33 


Sequence 


33, Appl 




55 


12.6 


60 


.0 


22 


3 


US-09-506-859-33 


Sequence 


33, Appl 




56 


12.6 


60 


-0 


22 


7 


PCT-US95-15428-33 


Sequence 


33, Appl 


c 


57 


12.6 


60 


.0 


25 


3 


US-09-866-108A-3430 


Sequence 


34 30, Ap 


c 


58 


12.6 


60 


.0 


25 


3 


US-09-866-108A-3431 


Sequence 


3431, Ap 


c 


59 


12.6 


60 


.0 


25 


3 


US-09-866-108A-3432 


Sequence 


3432, Ap 


c 


60 


12.6 


60 


.0 


25 


3 


US-09-866-108A-3433 


Sequence 


3433, Ap 


c 


61 


12.6 


60 


.0 


25 


3 


US-09-866-108A-3434 


Sequence 


3434, Ap 
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I A 



c 


62 


12.6 


60. 


0 


25 


3 


US-09-866-108A-3435 


Sequence 


3435, Ap 


c 


63 


12.6 


60. 


0 


25 


3 


US-09-866-108A-3436 


Sequence 


3436, Ap 




64 


12.6 


60. 


0 


25 


3 


US- 09-3 9 6-19 6G-8 8 970 


Sequence 


rt O fS f\ TV 

88970, A 




65 


12.6 


60. 


0 


25 


3 


US-09-396-196G-127144 


Sequence 


127144 , 


c 


66 


12.6 


60. 


0 


27 


3 


US-08-584-040-7128 


Sequence 


7128, Ap 




67 


12.4 


59. 


0 


25 


3 


US-09-396-196G-2390 


Sequence 


2390, Ap 




68 


12.4 


59. 


0 


25 


3 


US-09-396-196G-4745 


Sequence 


4745, Ap 


c 


69 


12.4 


59. 


0 


25 


3 


US-09-396-196G-124366 


Sequence 


124366, 


c 


70 


12.4 


59. 


0 


25 


3 


US-09-396-196G-124367 


Sequence 


124367, 


c 


71 


12.4 


59. 


0 


25 


3 


US-09-396-196G-124368 


Sequence 


124368, 


c 


72 


12.4 


59. 


0 


25 


3 


US-09-396-196G-124383 


Sequence 


124383, 




73 


12.2 


58. 


1 


19 


3 


US-08-294-312B-12 


Sequence 


12, Appl 




74 


12.2 


58. 


1 


19 


3 


US-08-468-024B-12 


Sequence 


12, Appl 




75 


12.2 


58. 


1 


19 


3 


US-08-187-757D-10 


Sequence 


10, Appl 




76 


12.2 


58. 


1 


19 


3 


US-08-465-679-12 


Sequence 


12, Appl 




77 


12.2 


58. 


1 


19 


3 


US-08-210-143C-10 


Sequence 


10, Appl 




78 


12.2 


58. 


1 


20 


3 


US-09-344-914-12 


Sequence 


12, Appl 




79 


12.2 


58. 


1 


20 


3 


US-09-344-914-13 


Sequence 


13, Appl 


c 


80 


12.2 


58. 


1 


25 


3 


US-09-268-544B-11 


Sequence 


11, Appl 




81 


12.2 


58. 


1 


25 


3 


US-09-396-196G-80105 


Sequence 


80105, A 




82 


12.2 


58. 


1 


25 


3 


US-09-396-196G-105532 


Sequence 


105532, 


c 


83 


12.2 


58. 


1 


25 


3 


US-09-396-196G-122293 


Sequence 


122293, 


c 


84 


12.2 


58. 


1 


25 


3 


US-09-396-196G-122294 


Sequence 


122294, 


c 


85 


12.2 


58. 


.1 


25 


3 


US-09-950-902-6 


Sequence 


6, Appli 




86 


12.2 


58. 


.1 


29 


2 


US-08-384-708A-20 


Sequence 


20, Appl 




87 


12.2 


58. 


.1 


29 


3 


US-08-687-421-20 


Sequence 


20, Appl 




88 


12.2 


58, 


.1 


29 


3 


US-08-442-423-20 


Sequence 


20, Appl 


c 


89 


12.2 


58. 


.1 


29 


3 


US-09-735-271-1783 


Sequence 


1783, Ap 


c 


90 


12 


57. 


.1 


20 


3 


US-09-081-385-120 


Sequence 


120, App 




91 


12 


57. 


.1 


20 


3 


US-09-050-516-38 


Sequence 


38, Appl 




92 


12 


57. 


.1 


20 


3 


US-10-278-547-38 


Sequence 


38, Appl 


c 


93 


12 


57. 


.1 


20 


3 


US-09-752-639-120 


Sequence 


120, App 


c 


94 


12 


57. 


.1 


20 


3 


US-09-712-813-120 


Sequence 


120, App 


c 


95 


12 


57. 


.1 


20 


3 


US-09-700-354A-120 


Sequence 


120, App 


c 


96 


12 


57 


.1 


21 


2 


US-08-318-837-36 


Sequence 


36, Appl 




97 


12 


57 


.1 


24 


3 


US-08-934-386-45 


Sequence 


45, Appl 




98 


12 


57 


.1 


24 


3 


US-08-934-386-62 


Sequence 


62, Appl 




99 


12 


57 


.1 


25 


2 


US-08-095-728B-10 


Sequence 


10, Appl 


c 


100 


12 


57 


.1 


25 


2 


US-08-318-837-45 


Sequence 


45, Appl 




101 


12 


57 


.1 


25 


3 


US-08-469-260A-111 


Sequence 


111, App 




102 


12 


57 


.1 


25 


3 


US-08-488-446-111 


Sequence 


111, App 




103 


12 


57 


.1 


25 


3 


US-08-467-344A-111 


Sequence 


111, App 




104 


12 


57 


.1 


25 


3 


US-08-424-550B-111 


Sequence 


111, App 




105 


12 


57 


.1 


25 


3 


US-09-396-196G-18824 


Sequence 


18824, A 


c 


106 


12 


57 


.1 


25 


3 


US-09-396-196G-36691 


Sequence 


36691, A 


c 


107 


12 


57 


.1 


25 


3 


US-09-396-196G-37609 


Sequence 


37609, A 


c 


108 


12 


57 


.1 


25 


3 


US-09-396-196G-50995 


Sequence 


50995, A 


c 


109 


12 


57 


.1 


25 


3 


US-09-396-196G-83738 


Sequence 


83738, A 


c 


110 


12 


57 


.1 


25 


3 


US-09-396-196G-11214 7 


Sequence 


112147, 


c 


111 


12 


57 


.1 


25 


3 


US-09-396-196G-116370 


Sequence 


116370, 


c 


112 


12 


57 


.1 


27 


2 


US-08-758-306-374 


Sequence 


374, App 


c 


113 


12 


57 


.1 


30 


2 


US-08-779-113-60 


Sequence 


60, Appl 


c 


114 


12 


57 


.1 


30 


3 


US-10-232-858-32 


Sequence 


32, Appl 




115 


12 


57 


.1 


30 


3 


US-10-232-858-33 


Sequence 


33, Appl 


c 


116 


12 


57 


.1 


30 


3 


US-09-338-063A-32 


Sequence 


32, Appl 




117 


12 


57 


.1 


30 


3 


US-09-338-063A-33 


Sequence 


3 3 , Appl 


c 


118 


11.8 


56 


.2 


19 


3 


US-09-4 02-690-15 


Sequence 


15, Appl 


c 


119 


11.8 


56 


.2 


20 


3 


US-09-402-690-9 


Sequence 


9, Appli 


c 


120 


11.8 


56 


.2 


20 


3 


US-09-402-690-19 


Sequence 


19, Appl 




121 


11.8 


56 


.2 


20 


3 


US-09-975-123-41 


Sequence 


41, Appl 




122 ' 


11.8 


56 


.2 


21 


3 


US-09-422-978-9808 


Sequence 


9808, Ap 
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1 1 



c 


123 


11. 


8 


56. 


2 


22 


3 


Tif! fto Oftl 1 C A A 

US-Uo-oUX-Xo4 -4 






c 


124 


11. 


8 


56. 


2 


22 


3 


tto fto O ft" ft T 1 Q 


oequence 




c 


125 


11. 


8 


56. 


2 


22 


3 


US-09-4J /-Uo4rl-o 


ocquence 


P Tir^Tftl i 


c 


126 


11. 


8 


56. 


2 


22 


3 


tto ft. ft ft C C A CZ A TD Q 

US- 09-2 5 5 -4 b4B-y 


oequencc 


Q ZVrMftl i 


c 


127 


11. 


8 


56. 


2 


23 


3 


tto ft ft a a o o c a Q 

US-09-448-2oo-o 


C? ftTl 1 ft. >«i fti ft 


Q TAiftiftT H 

o , /\ppx J. 


c 


128 


11. 


8 


56. 


2 


23 


3 


Ttr» ftft ftftO A d O TV Q 


C! ^ /*tt t t~± y~\ /~+ £i 

o equencc 




c 


129 


11. 


8 


56. 


2 


25 


3 


T TO ft ft A A 1 1 F i| ^ 

US-08-8Q1-154-D 


Sequence 


C TV rNy\ H i 
D / >\ppX-L 


c 


130 


11. 


8 


56. 


2 


25 


3 


TTO ftft O *1 *3 1 ft ft 1 C 

us-08-o / J- /uy-iD 


C? ftri 1 ft. y> ^ 

bequence 


J. O / /\pp .L 


c 


131 


11. 


8 


56. 


2 


25 


3 


■»■■».-» O O /I ft ft ft ft /I T"» 1 ft 

US-09-437-034B-10 


Sequence 


J.U, /\pp_L 


c 


132 


11. 


8 


56. 


2 


25 


3 


tto ftft ft C C A C AT5 11 

US-09-255-4 64B-1X 


ft fti ftTl 1 fti /ft ft. 

bequence 


1 1 nri-tftl 
J. 1 , App-L 




133 


11. 


8 


56. 


2 


25 


3 


US-09-396-196G-lUo4a / 


Sequence 


1 ftQ A Q 1 

XUo 4 O / / 


c 


134 


11. 


8 


56. 


2 


25 


3 


TTl n ft /"v f\ 1 A /• ftl 1 O O O fi O 

US-09-396-196G-122292 


Sequence 


izzz yz , 




135 


11. 


8 


56. 


2 


26 


3 


US-08-801-154-5 


Sequence 


5/ Appli 




136 


11. 


8 


56. 


2 


26 


3 


US-08-873-709-14 


Sequence 


14/ App ± 




137 


11. 


8 


56. 


2 


26 


3 


■» r *~i o/*\ A "1 A ^ /I n ft 

US-09-437-034B-9 


Sequence 


Q 7\ t"nt^ 1 t 

y 7 Appj.i 




138 


11. 


8 


56. 


2 


26 


3 


— - « o<*\ a r r * /■ /i n ift 

US-0 9-2 5 5 -4 64B- 10 


Sequence 


1 C\ T\r\>ftl 


c 


139 


11. 


8 


56. 


2 


29 


3 


<» m m /*V /*\ ft ft J ft ft ft *| C 

US- 09- 30 4 -2 32 -15 


Sequence 


X o / App X 




140 


11. 


6 


55. 


2 


18 


3 


US- 09-167-109-117 


Sequence 


1 1 1 7\ nr . 




141 


11. 


6 


55. 


2 


20 


2 


US-08-117-952-537 


Sequence 


DO I f -"PP 




142 


11. 


6 


55. 


2 


20 


2 


_ _ ftft i~ -i ft ft ft ft 

US- 08-651-692 -39 


Sequence 


jy, /\ppx 




143 


11. 


6 


55. 


2 


20 


3 


t- -r ft ft ft A S~ A rrtO O 

US-08-4 64-582-2 


Sequence 


2 , Appl i 




144 


11. 


6 


55. 


2 


20 


3 


t -r <-» O O Jl /- O rT 1 ft ft 

US-08-4 62-513-2 


Sequence 


2 , Appl i 




145 


11. 


6 


55. 


2 


20 


3 


* ♦ M ft ft ft ft ^ C C ^ 

US- 09- 63 0-155-7 


Sequence 


l r Appli 




146 


11. 


6 


55. 


2 


20 


3 


«M ft ft ft ft 1 ft ft 1 ft 

US- 08 -031-8 01-2 


Sequence 


2/ Appli 




147 


11. 


6 


55. 


,2 


21 


3 


▼ ▼ ft ft ft * ft ft ft ^ ft a i a r 

US-09-422-978-8195 


Sequence 


o x y 0 / ivp 




148 


11. 


6 


55. 


.2 


22 


3 


US-09-142- 623-23 


Sequence 


ft ft 7\ m M 1 




149 


11. 


6 


55. 


,2 


22 


3 


US-0 9-508-2 64A-8 


Sequence 


8 , Appli 


c 


150 


11. 


6 


55. 


.2 


25 


3 


US-09-866-108A-3429 


Sequence 


O/IOO T\vn 

o4zy, 


c 


151 


11. 


6 


55. 


,2 


25 


3 


US-09-866-108A-3437 


Sequence 


ft /I ft T 

j 4 o / , Ap 




152 


11. 


, 6 


55. 


2 


25 


3 


US-09-396-196G-23287 


Sequence 


ft ft ft Q -7 7\ 




153 


11. 


. 6 


55. 


.2 


25 


3 


US- 09-3 9 6-1 9 6G-2 32 8 8 


Sequence 


OOOQQ TV 


c 


154 


11. 


. 6 


55. 


.2 


25 


3 


US- 0 9- 3 9 6-1 9 6G- 35 053 


Sequence 


ft C ft C ft TV 

oDUjj, A 


c 


155 


11, 


. 6 


55. 


.2 


25 


3 


_ _ ^ _ ftft ft ft -i /-\ jft * «^ /*• ^ ft 

US- 09- 39 6-1 9 6G- 4 1610 


Sequence 


a i £ i n tv 
41olU/ A 




156 


11. 


.6 


55, 


.2 


25 


3 


US-09-396-196G-60927 


Sequence 


ft ft ft "7 tv 

bu yz / , a 


c 


157 


11. 


. 6 


55, 


.2 


25 


3 


US-09-396-196G-67597 


Sequence 


CTCQ1 TV 

o / oy / 1 a 


c 


158 


11. 


. 6 


55, 


.2 


25 


3 


US- 09-39 6-1 9 6G- 67 598 


Sequence 


CTCQQ TV 




159 


11. 


.6 


55 


.2 


25 


3 


V *M ft ft ftft/"" -Ift./ 1 * ftl /~ /*> /*> ^ "1 

US-09-396-196G-68231 


Sequence 


CQOII TV 




160 


11. 


. 6 


55 


.2 


25 


3 


ftft ft ft ^ ft /*" O* T C ft 

US- 09- 39 6-1 9 6G- 68 7 58 


Sequence 


CQ"7 Tv 

Do / jo / A 




161 


11. 


. 6 


55 


.2 


25 


3 


vvft% ft ft ft ft /«• -i ft ft T C ft 

US-09-396-196G-68759 


Sequence 


con c ft tv 

do / o y / A 




162 


11. 


. 6 


55 


.2 


25 


3 


_ _ ftft ft. ft. ft ft ft T ft 'I 

US-09-396-196G-88731 


Sequence 


QQTJ1 TV 

DO / Jl/ A 




163 


11 


. 6 


55 


.2 


25 


3 


, Tn r\ r\ r\ r i ft /"/-« ft ft T ft ft 

US-09-396-196G-88732 


Sequence 


oo / JZ / A 


c 


164 


11, 


. 6 


55 


.2 


27 


3 


t 1 1~> o o aa r 1 ^ ft 1 ^ ft 

US- 08-98 5-162-14 67 


Sequence 


X 4 D / t Ap 


c 


165 


11 


. 6 


55 


.2 


27 


3 


tt<i r\ r\ a r\ i ft^"ft i A n 

US- 09- 4 01- 063- 14 67 


Sequence 


i /i c n 7\r\ 
X 4 D / f Ap 




166 


11 


. 6 


55 


.2 


30 


3 


▼ -m ft ft i ft ftT^ f^i T ft C 

US- 08 - 51 3- 9 7 4B- 135 


Sequence 


loo f App 


c 


167 


11 


. 6 


55 


.2 


30 


3 


US-09- 50 4-358-43 


Sequence 


/I *3 TV T-kV-N 1 

4o, AppX 


c 


168 


11 


. 6 


55 


.2 


30 


3 


US-0 9-052- 919-35 


Sequence 


OO, AppX 


c 


169 


11 


. 6 


55 


.2 


30 


3 


— - z-\ /-\ AT /I OlJt >lft 

US- 09-954 -314 -4 3 


Sequence 


4,3, Appx 


c 


170 


11 


. 6 


55 


.2 


30 


3 


v . JM ft ft ft ft ft fttTT C ft 

US- 09- 3 02 -357 -52 


Sequence 


c ft tv n 

DZ, AppX 


c 


171 


11 


. 6 


55 


.2 


30 


3 


TTO ftft ftCI ftCO ft C 

US - 09-953-052-3b 


Sequence 


-3 J / /\ppx 


c 


172 


11 


. 6 


55 


.2 


30 


3 


TTO tft ftftft C/^ft /lO 

US-10-230-562-4 3 


Sequence 


A ft 7\ 1ft Tft 1 

fu f /\ppx 


c 


173 


11 


. 6 


55 


.2 


30 


3 


TTO ftft /"ftT Tift f~ ft 

US-09-697-719-b2 


ft ft» ftri l ft, ft ft, 

bequence 


C ft 7\r>r^ "1 
jZ/ App X 




174 


11 


. 4 


54 


. 3 


18 


2 


TTO ftft 1 /T 1 ft 1 C 1ft 

US -09-1d1-U1o-10 


bequence 


1 fl Ar>iTft 1 

XU/ >\ppx 




175 


11 


. 4 


54 


. 3 


18 


3 


tto ftft O O T O /I 1 1 CO 


bequence 


ICQ Tv-rvTft 

x o o t /\pp 




176 


11 


. 4 


54 


. 3 


20 


3 


tto ftft n A A ft 1 /I O 

US-0 9-344- yi4-o 


Sequence 


o f /\ppxx 




177 


11 


. 4 


54 


. 3 


20 


3 


tto ftft O il A ft 1 /l ft 

US- 09-34 4- 914 -9 


ft ~* ftri i fti ft ft, 

bequence 


Q Ann 1 -i 

y f i-\ppxx 




178 


11 


. 4 


54 


. 3 


20 


3 


tto ftft n A A ft 1 ^ 1ft 

US-0 9-34 4 -91 4 -10 


ft y«y ftTl T An ft ftl 

bequence 


X U f App X 




179 


11 


. 4 


54 


. 3 


ft ft 
20 


3 


tto no "3/1/1 Q 1 A _ 1 1 

us— u y— ohh — y ±4 — i ± 




1 1 ' Ann 1 


c 


180 


11 


. 4 


54 


.3 


20 


3 


US-08-853-980-4 


Sequence 


4, Appli 


c 


181 


11 


.4 


54 


.3 


20 


3 


US-09-487-368A-221 


Sequence 


221, App 


c 


182 


11 


.4 


54 


.3 


20 


3 


US-09-629-644A-221 


Sequence 


221, App 


c 


183 


11 


.4 


54 


.3 


20 


3 


US-09-629-644A-221 


Sequence 


221, App 
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1 A 



c 


184 


11. 


4 


54. 


3 


22 


3 


US- 


08-188-275A-10 


Sequence 


10, Appl 




185 


11. 


4 


54. 


3 


23 


3 


US- 


09-097-199-6 


Sequence 


6, Appli 


c 


186 


11. 


4 


54. 


3 


24 


3 


US- 


09-021-660A-18 


Sequence 


18, Appl 




187 


11. 


4 


54. 


3 


24 


3 


us- 


09-991-181-526 


Sequence 


rot TV _ — 

52 6, App 




188 


11. 


4 


54. 


3 


24, 


3 


us- 


09-990-444-526 


Sequence 


TV _ _ 

526, App 




189 


11. 


4 


54. 


3 


24 


3 


us- 


09-997-333-526 


Sequence 


52 6, App 




190 


11. 


4 


54. 


3 


24 


3 


us- 


09-992-598-526 


Sequence 


526, App 




191 


11. 


4 


54. 


3 


24 


4 


us- 


09-989-735-526 


Sequence 


526, App 




192 


11. 


4 


54. 


3 


24 


5 


us- 


09-989-726-526 


Sequence 


526, App 




193 


11. 


4 


54. 


3 


24 


5 


us- 


09-997-514-526 


Sequence 


526, App 




194 


11. 


4 


54. 


3 


24 


5 


us- 


09-989-728-526 


Sequence 


526, App 




195 


' 11. 


4 


54. 


3 


24 


5 


us- 


09-997-349-526 


Sequence 


526, App 




196 


11. 


4 


54. 


3 


24 


5 


us- 


09-997-653-526 


Sequence 


526, App 




197 


11. 


4 


54. 


3 


24 


5 


us- 


09-989-293A-526 


Sequence 


526, App 




198 


11. 


4 


54. 


3 


25 


3 


us- 


09-396-196G-8646 


Sequence 


8646, Ap 


c 


199 


11. 


4 


54. 


3 


25 


3 


us- 


0 9-396-1 96G-127 60 


Sequence 


12760, A 


c 


200 


11. 


4 


54. 


3 


25 


3 


us- 


09-396-196G-16082 


Sequence 


16082, A 


c 


201 


11. 


4 


54. 


3 


25 


3 


us- 


09-396-196G-24915 


Sequence 


24915, A 


c 


202 


11. 


4 


54. 


3 


25 


3 


us- 


09-396-1 9 6G-37732 


Sequence 


37732, A 


c 


203 


11. 


4 


54. 


3 


25 


3 


us- 


•09-396-196G-53722 


Sequence 


53722, A 


c 


204 


11. 


4 


54. 


3 


25 


3 


us- 


-09-396-19 6G-55101 


Sequence 


55101, A 


c 


205 


11. 


4 


54. 


3 


25 


3 


us- 


•09-396-196G-87492 


Sequence 


87492, A 




206 


11. 


4 


54. 


3 


25 


3 


us- 


-09-396-196G-111068 


Sequence 


111068, 




207 


11. 


4 


54. 


3 


25 


3 


us- 


-09-3 96-19 6G-1110 69 


Sequence 


111069, 




208 


11. 


4 


54. 


3 


25 


3 


us- 


• 09-396-1 9 6G-11181 8 


Sequence 


111818, 




209 


11. 


4 


54. 


3 


25 


3 


us- 


-09-396-196G-111819 


Sequence 


111819, 




210 


11. 


4 


54. 


3 


25 


3 


us- 


-09-396-19 6G-111820 


Sequence 


111820, 


c 


211 


11. 


4 


54. 


,3 


25 


3 


us- 


■09-999-833A-174 


Sequence 


174, App 


c 


212 


11. 


4 


54. 


3 


25 


3 


us- 


-10-020-445A-174 


Sequence 


174, App 


c 


213 


11. 


4 


54. 


3 


25 


4 


us- 


-09-978-189-174 


Sequence 


174, App 


c 


214 


11. 


.4 


54, 


.3 


25 


4 


us- 


-10-017-085A-174 


Sequence 


174, App 


c 


215 


11. 


.4 


54. 


.3 


25 


5 


us- 


-10-145-129A-174 


Sequence 


174, App 


c 


216 


11, 


,4 


54. 


.3 


25 


5 


us- 


-10-013-929A-174 


Sequence 


174, App 


c 


217 


11. 


.4 


54. 


.3 


25 


5 


us- 


-10-013-917A-174 


Sequence 


174, App 


c 


218 


11. 


.4 


54. 


.3 


29 


3 


us- 


-09-727-739B-51 


Sequence 


51, Appl 


c 


219 


11. 


.4 


54, 


.3 


29 


3 


us- 


-10-126-.279-41 


Sequence 


4 1 , Appl 


c 


220 


11. 


.4 


54, 


.3 


29 


3 


us- 


-10-286-606-41 


Sequence 


41, Appl 


c 


221 


11, 


.4 


54, 


.3 


29 


4 


us- 


-10-891-383A-41 


Sequence 


41, Appl 


c 


222 


11. 


.4 


54 


.3 


30 


2 


us- 


-08-859-998-227 


Sequence 


227, App 


c 


223 


11, 


.4 


54 


.3 


30 


3 


us- 


-09-014-416-22 


Sequence 


22, Appl 


c 


224 


11, 


.4 


54 


.3 


30 


3 


us- 


-09-225-928-227 


Sequence 


227, App 


c 


225 


11 


.4 


54 


.3 


30 


3 


us- 


-09-163-507-6 


Sequence 


6, Appli 


c 


226 


11 


.4 


54 


.3 


30 


3 


us- 


-09-225-201B-227 


Sequence 


O O T TV _ _ 

227, App 




227 


11 


.2 


53 


.3 


16 


2 


us- 


-08-585-888-15 


Sequence 


15, Appl 




228 


11 


.2 


53 


.3 


16 


3 


us- 


-09-195-991-15 


Sequence 


15, Appl 


c 


229 


11 


.2 


53 


.3 


17 


3 


us- 


-09-866-108A-501 


Sequence 


501, App 


c 


230 


11 


.2 


53 


.3 


17 


3 


us- 


-09-866-108A-502 


Sequence 


502, App 


c 


231 


11 


.2 


53 


.3 


17 


3 


us- 


-09-866-108A-6377 


Sequence 


6377, Ap 


c 


232 


11 


.2 


53 


.3 


17 


3 


us- 


-09-866-108A-6378 


Sequence 


6378, Ap 


c 


233 


11 


.2 


53 


.3 


17 


5 


us- 


-10-156-306B-584 6 


Sequence 


5846, Ap 


c 


234 


11 


.2 


53 


.3 


18 


3 


us- 


-09-950-920-7 


Sequence 


7, Appli 




235 


11 


.2 


53 


.3 


19 


2 


us- 


-08-585-888-17 


Sequence 


1 / , Appl 




236 


11 


.2 


53 


.3 


19 


3 


US- 


-09-195-991-17 


Sequence 


17, Appl 




237 


11 


.2 


53 


.3 


20 


2 


US 


-07-889-651-2 


Sequence 


2, Appli 




238 


11 


.2 


53 


.3 


20 


2 


us- 


-08-379-072A-1 


Sequence 


1, Appli 




239 


11 


.2 


53 


.3 


20 


2 


us 


-08-478-039-111 


Sequence 


-1-1-1 7\ _ _ 

111, App 




240 


11 


.2 


53 


.3 


20 


2 


us 


-08-481-869-1 


Sequence 


1, Appli 




241 


11 


.2 


53 


.3 


20 


2 


us 


-08-476-349A-111 


Sequence 


111, App 




242 


11 


.2 


53 


.3 


20 


3 


us 


-08-803-085-28 


Sequence 


28, Appl 




243 


11 


.2 


53 


.3 


20 


3 


us 


-09-416-756A-6 


Sequence 


6, Appli 




244 


11 


.2 


53 


.3 


20 


3 


us 


-09-661-753-31 


Sequence 


31, Appl 
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1 A 



c 


245 


11. 


2 


53. 


3 


20 


3 


US- 


08- 


626- 


285-4 


Sequence 


4, Appli 




246 


11. 


2 


53. 


3 


20 


3 


US- 


10- 


027- 


983-86 


Sequence 


8 6 , Appl 




247 


11. 


2 


53. 


3 


20 


3 


US- 


09- 


680- 


310-8 


Sequence 


8, Appli 




248 


11. 


2 


53. 


3 


20 


3 


US - 


09- 


019- 


441A-32 


Sequence 


32, Appl 




249 


11. 


2 


53. 


3 


20 


3 


US- 


10- 


209- 


405-19 


Sequence 


19, Appl 


c 


250 


11. 


2 


53. 


3 


20 


3 


US- 


10- 


209- 


405-91 


Sequence 


91, Appl 




251 


11. 


2 


53. 


3 


20 


5 


us- 


09- 


292- 


053A-28 


Sequence 
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416 


11 


52 


.4 


25 


3 


US-0 9-396- 19 6G-82169 


Sequence 


O ft 1 £ Q TV 

ozioy, a 


c 


417 


11 


52 


.4 


25 


3 


US-09-396-196G-82549 


Sequence 


ft ft C /l ft 7\ 

oZo^y, A 




418 


11 


52 


.4 


25 


3 


US-09-396-196G-94676 


Sequence 


y H D / D, A 




419 


11 


52 


.4 


25 


3 


US-09-396-196G-94677 


Sequence 


y4 b / / , A 




420 


11 


52 


.4 


25 


3 


US-09-396-196G-94678 


Sequence 


y 4 b / o , A 


c 


421 


11 


52 


.4 


25 


3 


US-09-396-196G-105401 


Sequence 


1U04 Ul , 


c 


422 


11 


52 


. 4 


25 


3 


US-09-396-196G-105402 


Sequence 


1Uo4 UZ , 




423 


11 


52 


. 4 


25 


3 


nn r\ r\ ^ r\ s~ t (\ /~ *-* 1 ft ft ft A C 

US- 0 9- 3 9 6-1 9 6G- 107 04 0 


Sequence 


X u / U 4 D , 




424 


11 


52 


.4 


25 


3 


US-09-396-196G-10914 5 


Sequence 


109145, 




425 


11 


52 


.4 


25 


3 


US-09-396-196G-11087 9 


Sequence 


110879, 


c 


426 


11 


52 


.4 


25 


3 


US-09-396-196G-113451 


Sequence 


113451, 


c 


427 


11 


52 


.4 


25 


3 


US-09-396-196G-114483 


Sequence 


114483, 
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X 1 



c 


428 


11 


52. 


4 


25 


3 


US-09-396-196G-11448 4 


Sequence 


11 A A C> A 

114484 , 




429 


11 


52. 


4 


25 


3 


US-09-396-196G-118462 


Sequence 


1184 62, 




430 


11 


52. 


4 


25 


3 


US-09-396-196G-1184 63 


Sequence 


118463, 


c 


431 


11 


52. 


4 


25 


3 


US-09-396-196G-12327 9 


Sequence 


123279, 




432 


11 


52. 


4 


26 


2 


US-08-859-998-126 


Sequence 


126, App 




433 


11 


52. 


4 


26 


3 


US-09-225-928-126 


Sequence 


126, App 


c 


434 


11 


52. 


4 


26 


3 


US-09-593-012-215 


Sequence 


215, App 




435 


11 


52. 


4 


26 


3 


US-09-225-201B-126 


Sequence 


126, App 


c 


436 


11 


52. 


4 


26 


3 


US-09-907-794A-87 


Sequence 


87, Appl 


c 


437 


11 


52. 


4 


26 


3 


US-09-905-125A-87 


Sequence 


87, Appl 


c 


438 


11 


52. 


4 


26 


3 


US-09-902-775A-87 


Sequence 


87, Appl 


c 


439 


11 


52. 


4 


26 


3 


US-08-916-247A-11 


Sequence 


11, Appl 


c 


440 


11 


52. 


4 


26 


3 


US-09-906-700-87 


Sequence 


87, Appl 


c 


441 


11 


52. 


4 


26 


3 


US-09-903-603A-87 


Sequence 


87, Appl 


c 


442 


11 


52. 


4 


26 


3 


US-09-904-920A-87 


Sequence 


87, Appl 


c 


443 


11 


52. 


4 


26 


3 


US-09-909-064-87 


Sequence 


87, Appl 


c 


444 


11 


52. 


4 


26 


3 


US-09-905-381A-87 


Sequence 


87, Appl 


c 


445 


11 


52. 


4 


26 


3 


US-09-906-618-87 


Sequence 


87, Appl 


c 


446 


11 


52. 


4 


26 


3 


US-09-906-646-87 


Sequence 


87, Appl 


c 


447 


11 


52. 


4 


26 


3 


US-09-904-462-87 


Sequence 


87, Appl 


c 


448 


11 


52. 


4 


26 


3 


US-09-902-736A-87 


Sequence 


87, Appl 


c 


449 


11 


52. 


4 


26 


3 


US-09-906-722A-87 


Sequence 


87, Appl 


c 


450 


11 


52. 


4 


26 


4 


US-09-905-449-87 


Sequence 


87, Appl 


c 


451 


11 


52. 


4 


26 


4 


US-09-903-562B-87 


Sequence 


87, Appl 


c 


452 


11 


52. 


4 


26 


4 


US-09-906-679A-87 


Sequence 


87, Appl 


c 


453 


11 


52. 


4 


26 


5 


US-09-907-841-87 


Sequence 


87, Appl 


c 


454 


11 


52. 


4 


27 


3 


US-08-998-099-213 


Sequence 


213, App 




455 


11 


52. 


,4 


27 


3 


US-08-998-099-230 


Sequence 


230, App 


c 


456 


11 


52, 


,4 


27 


3 


US-08-584-040-5008 


Sequence 


5008, Ap 


c 


457 


11 


52. 


.4 


27 


3 


US-08-584-040-6287 


Sequence 


6287, Ap 




458 


11 


52. 


.4 


28 


4 


US-09-957-483-51 


Sequence 


51, Appl 




459 


11 


52, 


.4 


28 


4 


US-09-957-483-54 


Sequence 


54, Appl 


c 


460 


11 


52. 


.4 


29 


3 


US-08-848-760B-20 


Sequence 


20, Appl 




461 


11 


52. 


.4 


29 


3 


US-09-304-232-657 


Sequence 


657, App 


c 


462 


11 


52. 


.4 


29 


3 


US-09-826-025-20 


Sequence 


20, Appl 


c 


463 


11 


52. 


.4 


30 


3 


US-09-252-436-5 


Sequence 


5, Appli 




464 


11 


52, 


.4 


30 


3 


US-09-252-436-6 


Sequence 


6, Appli 




465 


11 


52 


.4 


30 


3 


US-09-252-436-7 


Sequence 


7, Appli 




466 


11 


52 


.4 


30 


3 


US-09-252-436-8 


Sequence 


8, Appli 




467 


11 


52 


.4 


30 


3 


US-09-252-436-9 


Sequence 


9, Appli 




468 


11 


52 


.4 


30 


3 


US-09-252-436-10 


Sequence 


10, Appl 




469 


11 


52 


.4 


30 


3 


US-09-252-436-11 


Sequence 


11, Appl 




470 


11 


52 


.4 


30 


3 


US-09-252-436-12 


Sequence 


12, Appl 




471 


11 


52 


.4 


30 


3 


US-09-252-436-13 


Sequence 


13, Appl 




472 


11 


52 


.4 


30 


3 


US-09-252-436-14 


Sequence 


14, Appl 




473 


11 


52 


.4 


30 


3 


US-09-252-436-15 


Sequence 


15, Appl 




474 


11 


52 


.4 


30 


3 


US-09-252-436-16 


Sequence 


16, Appl 


c 


475 


11 


52 


.4 


30 


3 


US-09-358-972-52 


Sequence 


52, Appl 




476 


11 


52 


.4 


30 


3 


US-09-358-972-53 


Sequence 


53, Appl 




477 


11 


52 


.4 


30 


3 


US-09-358-972-56 


Sequence 


56, Appl 




478 


11 


52 


.4 


30 


3 


US-09-358-972-57 


Sequence 


57, Appl 




479 


11 


52 


.4 


30 


3 


US-09-358-972-58 


Sequence 


58, Appl 




480 


11 


52 


.4 


30 


3 


US-09-358-972-62 


Sequence 


62 , Appl 




481 


11 


52 


.4 


30 


3 


US-09-358-972-63 


Sequence 


63, Appl 




482 


11 


52 


.4 


30 


3 


US-09-358-972-64 


Sequence 


64, Appl 




483 


11 


52 


.4 


30 


3 


US-09-358-972-68 


Sequence 


68 , Appl 




484 


11 


52 


.4 


30 


3 


US- 09-358 -972- 69 


Sequence 


69, Appl 




485 


11 


52 


.4 


30 


3 


US-09-358-972-70 


Sequence 


70, Appl 




486 


11 


52 


.4 


30 


3 


US-09-358-972-71 


Sequence 


71, Appl 


c 


487 


11 


52 


.4 


30 


3 


US-09-358-972-190 


Sequence 


190, App 


c 


488 


11 


52 


.4 


30 


3 


US-09-358-972-191 


Sequence 


191, App 
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1 1 





489 


11 


52.4 


30 


3 


US-09-358-972-192 


Sequence 192, App 


c 


490 


11 


52.4 


30 


3 


US-09-358-972-193 


Sequence 193, App 




491 


11 


52.4 


30 


3 


US-09-406-064-21 


Sequence 21, Appl 


c 


492 


11 


52.4 


30 


3 


US-09-406-147-25 


Sequence 25, Appl 




493 


11 


52.4 


30 


3 


US-09-406-147-26 


Sequence 26, Appl 




494 


11 


52.4 


30 


3 


US-09-383-316-1 


Sequence 1, Appli 




495 


11 


52.4 


30 


3 


US-09-788-847-21 


Sequence 21, Appl 


c 


496 


11 


52.4 


30 


3 


US-09-790-417-52 


Sequence 52, Appl 




497 


11 


52.4 


30 


3 


US-09-790-417-53 


Sequence 53, Appl 




498 


11 


52.4 


30 


3 


US-09-790-417-56 


Sequence 56, Appl 




499 


11 


52.4 


30 


3 


US-09-790-417-57 


Sequence 57, Appl 




500 


11 


52.4 


30 


3 


US-09-790-417-58 


Sequence 58, Appl 




501 


11 


52.4 


30 


3 


US-09-790-417-62 


Sequence 62, Appl 




502 


11 


52.4 


30 


3 


US-09-790-417-63 


Sequence 63, Appl 




503 


11 


52.4 


30 


3 


US-09-790-417-64 


Sequence 64, Appl 




504 


11 


52.4 


30 


3 


US-09-790-417-68 


Sequence 68, Appl 




505 


11 


52.4 


30 


3 


US-09-790-417-69 


Sequence 69, Appl 




506 


11 


52.4 


30 


3 


US-09-790-417-70 


Sequence 70, Appl 




507 


11 


52.4 


30 


3 


US-09-790-417-71 


Sequence 71, Appl 


c 


508 


11 


52.4 


30 


3 


US-09-790-417-190 


Sequence 190, App 


c 


509 


11 


52.4 


30 


3 


US-09-790-417-191 


Sequence 191, App 




510 


11 


52.4 


30 


3 


US-09-790-417-192 


Sequence 192, App 


c 


511 


11 


52.4 


30 


3 


US-09-790-417-193 


Sequence 193, App 


c 


512 


10.8 


51.4 


17 


3 


US-09-474-432B-818 


Sequence 818, App 


c 


513 


10.8 


51.4 


17 


3 


US-09-476-387-817 


Sequence 817, App 


c 


514 


10.8 


51.4 


17 


3 


US-09-866-108A-6379 


Sequence 6379, Ap 


c 


515 


10.8 


51.4 


17 


3 


US-09-866-108A-6380 


Sequence 6380, Ap 




516 


10.8 


51.4 


18 


3 


US-09-106-038A-68 


Sequence 68, Appl 


c 


517 


10.8 


51.4 


18 


3 


US-08-927-274A-6 


Sequence 6, Appli 




518 


10.8 


51.4 


18 


3 


US-09-071-433-81 


Sequence 81, Appl 




519 


10.8 


51.4 


18 


3 


US-09-564-805-46 


Sequence 4 6, Appl 


c 


520 


10.8 


51.4 


18 


3 


US-09-564-805-47 


Sequence 47, Appl 




521 


10.8 


51.4 


18 


3 


US-09-434-382-46 


Sequence 4 6, Appl 


c 


522 


10.8 


51.4 


18 


3 


US-09-434-382-47 


Sequence 47, Appl 


c 


523 


10.8 


51.4 


19 


2 


US-07-696-793A-49 


Sequence 49, Appl 


c 


524 


10.8 


51.4 


19 


2 


US-07-977-694-49 


Sequence 4 9, Appl 


c 


525 


10.8 


51.4 


19 


2 


US-08-359-705B-35 


Sequence 35, Appl 


c 


526 


10.8 


51.4 


19 


2 


US-08-286-846A-35 


Sequence 35, Appl 


c 


527 


10.8 


51.4 


19 


2 


US-08-457-880A-35 


Sequence 35, Appl 


c 


528 


10.8 


51.4 


• 19 


3 


US-08-444-622A-35 


Sequence 35, Appl 


c 


529 


10.8 


51.4 


19 


3 


US-08-942-562-35 


Sequence 35, Appl 


c 


530 


10.8 


51.4 


19 


3 


US-09-156-923-35 


Sequence 35, Appl 




531 


10.8 


51.4 


19 


3 


US-09-215-221-45 


Sequence 45, Appl 


c 


532 


10.8 


51.4 


20 


2 


US-07-872-644-8 


Sequence 8, Appli 


c 


533 


10.8 


51.4 


20 


2 


US-08-297-494-8 


Sequence 8, Appli 


c 


534 


10.8 


51.4 


20 


2 


US-08-297-510-8 


Sequence 8, Appli 


c 


535 


10.8 


51.4 


20 


2 


US-08-479-532-8 


Sequence 8, Appli 


c 


536 


10.8 


51.4 


20 


2 


US-08-455-526-8 


Sequence 8, Appli 


c 


537 


10.8 


51.4 


20 


2 


US-08-455-525-8 


Sequence 8, Appli 


c 


538 


10.8 


51.4 


20 


3 


US-09-139-491-8 


Sequence 8, Appli 


c 


539 


10.8 


51.4 


20 


3 


US-09-418-640-53 


Sequence 53, Appl 




540 


10.8 


51.4 


20 


3 


US-09-920-668-16 


Sequence 16, Appl 




541 


10.8 


51.4 


20 


3 


US-09-386-816C-17 


Sequence 17, Appl 


c 


542 


10.8 


51.4 


20 


3 


US-09-883-825-8 


Sequence 8, Appli 




543 


10.8 


51.4 


20 


3 


US-10-320-176-17 


Sequence 17, Appl 


c 


544 


10.8 


51.4 


20 


7 


PCT-US92-03222-8 


Sequence 8, Appli 


c 


545 


10.8 


51.4 


21 


2 


US -08-403-88 8 A- 9 2 


Sequence 92, Appl 


c 


546 


10.8 


51.4 


22 


2 


US-08-440-103-7 


Sequence 7, Appli 


c 


547 


10.8 


51.4 


22 


2 


US-08-440-542-7 


Sequence 7, Appli 


c 


548 


10.8 


51.4 


22 


2 


US-08-231-368-7 


Sequence 7, Appli 


c 


549 


10.8 


51.4 


22 


2 


US-08-440-210-7 


Sequence 7, Appli 
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c 


550 


10.8 


51.4 


22 


3 


US-09-046-604-7 


Sequence 


/ , App XX 


c 


551 


10.8 


51.4 


23 


2 


US-08-255-264-7 


Sequence 


7, Applx 


c 


552 


10.8 


51.4 


25 


2 


US- 07- 7 7 1-02 2 F- 9 


Sequence 


y, Appxx 


c 


553 


10.8 


51.4 


25 


3 


US- 09- 5 38 -7 09 -4 7 5 


Sequence 


/IT C Ar\r\ 

H / D t App 


c 


554 


10.8 


51.4 


25 


3 


US-09-866-108A-11279 


Sequence 


1 1 O "7 Q TV 

xxz / y , a 


c 


555 


10.8 


51.4 


25 


3 


US-09-866-108A-11280 


Sequence 


i i oon tv 
IXZo U / A 


c 


556 


10.8 


51.4 


25 


3 


US-09-396-196G-5963 


Sequence 


O y D-3 / Ap 


c 


557 


10.8 


51.4 


25 


3 


US-0 9-396-19 6G-59 69 


Sequence 


oy ©y , Ap 


c 


558 


10.8 


51.4 


25 


3 


US-09-396-196G-5974 


Sequence 


oy / h , Ap 


c 


559 


10.8 


51.4 


25 


3 


US- 09-396-19 6G-5 97 5 


Sequence 


o y / o , Ap 




560 


10.8 


51.4 


25 


3 


US-09-396-196G-13357 


Sequence 


XooO / , A 




561 


10.8 


51.4 


25 


3 


US- 09-39 6-196G-14 582 


Sequence 


X45oZ, A 




562 


10.8 


51.4 


25 


3 


US-0 9-396-1 9 6G-14 583 


Sequence 


1 /ICO! A 
IflOOO, A 




563 


10.8 


51.4 


25 


3 


US-09-396-196G-14584 


Sequence 


1 /| CO/I 7\ 

XHOOH, A 


c 


564 


10.8 


51.4 


25 


3 


US-09-396-196G-18065 


Sequence 


loUbO/ A 


c 


565 


10.8 


51.4 


25 


3 


US-09-396-196G-18066 


Sequence 


i once ta 

loUDD, A 




566 


10.8 


51.4 


25 


3 


US- 09-396-19 6G-2004 6 


Sequence 


ZOOflb, A 




567 


10.8 


51.4 


25 


3 


US-09-396-196G-25672 


Sequence 


Zoo 1 Z , A 


c 


568 


10.8 


51.4 


25 


3 


US- 09-396-19 6G-2 8 515 


Sequence 


Zoolo, A 


c 


569 


10.8 


51.4 


25 


3 


US-09-396-196G-32494 


Sequence 


O O A Q, A TV 


c 


570 


10.8 


51.4 


25 


3 


US-09-396-196G-32495 


Sequence 


jz^yo, a 




571 


10.8 


51.4 


25 


3 


US-09-396-196G-34529 


Sequence 


0>| COO 7V 

o^ozy, A 




572 


10.8 


51.4 


25 


3 


US-09-396-196G-34530 


Sequence 


O A C O A TV 

j45o0, A 




573 


10.8 


51.4 


25 


3 


US-09-396-196G-53046 


Sequence 


c ^ r\ a c tv 
53046, A 




574 


10.8 


51.4 


25 


3 


US- 09-39 6-196G-69807 


Sequence 


byou / , a 




575 


10.8 


51.4 


25 


3 


US-0 9-396-196G-7 3236 


Sequence 


*7 O O O C TV 

73236, A 




576 


10.8 


51.4 


25 


3 


US-09-396-196G-73237 


Sequence 


^ O O O *7 7V 

1 6Z6 1 , A 




577 


10.8 


51.4 


25 


3 


US-09-396-196G-84864 


Sequence 


O A O £Z A TV 

84864, A 


c 


578 


10.8 


51.4 


25 


3 


US-09-396-196G-8 6360 


Sequence 


86360, A 




579 


10.8 


51.4 


25 


3 


US-09-396-196G-87351 


Sequence 


8 /o51, A 




580 


10.8 


51.4 


25 


3 


US-09-396-196G-917 96 


Sequence 


yi /yo, a 




581 


10.8 


51.4 


25 


3 


US-09-396-196G-93437 


Sequence 


93437, A 


c 


582 


10.8 


51.4 


25 


3 


US-09-396-196G-938 66 


Sequence 


93866, A 


c 


583 


10.8 


51.4 


25 


3 


US-09-396-196G-93877 


Sequence 


O O O T T TV 

y^8 / / , A 


c 


584 


10.8 


51.4 


25 


3 


US-09-396-196G-107004 


Sequence 


107004 , 




585 


10.8 


51.4 


25 


3 


US- 09-396-19 6G-110601 


Sequence 


i i a ^ rv i 
110601 , 




58 6 


10.8 


51.4 


25 


3 


US-09-396-196G-110603 


Sequence 


n i rv c rv o 
11060 J , 


c 


587 


10.8 


51.4 


25 


3 


US-09-396-196G-114482 


Sequence 


114482, 


c 


588 


10.8 


51.4 


25 


3 


US-09-396-196G-12007 3 


Sequence 


i o rv n t o 
1200 / 3 , 


c 


589 


10.8 


51.4 


25 


3 


US-09-396-196G-123741 


Sequence 


123 I Hi , 


c 


590 


10.8 


51.4 


25 


3 


US-09-396-196G-125516 


Sequence 


lZoolb, 


c 


591 


10.8 


51.4 


25 


3 


US-09-396-196G-125517 


Sequence 


1 OCC1 ^ 

12551 / , 




592 


10.8 


51.4 


25 


3 


US-09-396-196G-125733 


Sequence 


1Z5 / OO , 




593 


10.8 


51.4 


25 


3 


US-09-396-196G-125734 


Sequence 


1Z5 / OH , 




594 


10.8 


51.4 


25 


3 


US-09-396-196G-125735 


Sequence 


t o c ^ o c 
1Z5 / oo , 




595 


10.8 


51.4 


25 


3 


US-09-396-196G-125736 


Sequence 


1ZO / ob, 




596 


10.8 


51.4 


25 


3 


US-09-396-196G-126215 


Sequence 


IZbZlo , 


c 


597 


10.8 


51.4 


25 


3 


US-09-999-833A-240 


Sequence 


Zhkj t App 


c 


598 


10.8 


51.4 


25 


3 


US- 10-02 0-4 4 5A-2 40 


Sequence 


ZHU i App 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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10 


.4 


49.5 


20 


3 


US-08-887-497A-12 


Sequence 


12, Appl 




774 


10 


.4 


49.5 


20 


3 


US-08-471-974-12 


Sequence 


12, Appl 




775 


10 


.4 


49.5 


20 


3 


US-09-198-452A-6695 


Sequence 


6695, Ap 


c 


776 


10 


.4 


49.5 


20 


3 


US-09-575-554-50 


Sequence 


50, Appl 


c 


777 


10 


.4 


49.5 


20 


3 


US-09-812-283-322 


Sequence 


322, App 


c 


778 


10 


.4 


49.5 


20 


3 


US-09-674-824-5 


Sequence 


5, Appli 


c 


779 


10 


.4 


49.5 


20 


3 


US-10-176-884-27 


Sequence 


27, Appl 


c 


780 


10 


.4 


49.5 


20 


3 


US-09-952-851B-6 


Sequence 


6, Appli 


c 


781 


10 


.4 


49.5 


20 


5 


US-09-071-838A-322 


Sequence 


322, App 


c 


782 


10 


.4 


49.5 


21 


2 


US-08-482-577B-44 


Sequence 


44 , Appl 


c 


783 


10 


.4 


49.5 


21 


2 


US-08-288-508C-35 


Sequence 


35, Appl 


c 


784 


10 


.4 


49.5 


21 


3 


US-08-289-222E-48 


Sequence 


48, Appl 


c 


785 


10 


.4 


49.5 


21 


3 


US-09-218-176-27 


Sequence 


27, Appl 


c 


786 


10 


.4 


49.5 


21 


3 


US-09-054-526B-48 


Sequence 


48, Appl 




787 


10 


.4 


49.5 


21 


3 


US-09-109-663-58 


Sequence 


58, Appl 




788 


10 


.4 


49.5 


21 


3 


US-09-823-549-36 


Sequence 


36, Appl 


c 


789 


10 


.4 


49.5 


21 


3 


US-09-386-450D-35 


Sequence 


35, Appl 


c 


790 


10 


. 4 


49.5 


21 


5 


US-09-684-383-27 


Sequence 


27, Appl 


c 


791 


10 


.4 


49.5 


22 


3 


US-09-588-995A-73 


Sequence 


73, Appl 
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10 


.4 


49.5 


22 


3 


US-09-730-212C-2 


Sequence 


2, Appli 


c 


793 


10 


.4 


49.5 
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US-09-780-752-17 


Sequence 


17, Appl 
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4 
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US-09-856-486-11 


Sequence 


11/ Appl 
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10. 


4 
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5 


22 


3 


US-09-308-080-3 


Sequence 


3, Appli 




796 


10. 


4 


49. 


5 


22 
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US-10-646-758-11 


Sequence 


11, Appl 
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797 


10. 


4 


49. 
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US-07-901-707-20 


Sequence 


20, Appl 
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798 


10. 


4 
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US-07-988-430-20 


Sequence 


20, Appl 
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10. 
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US-08-425-336-20 


Sequence 


20, Appl 
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4 
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US-08-307-619-49 


Sequence 


49, Appl 


c 


801 
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4 
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5 
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US-08-488-113B-20 


Sequence 


20, Appl 
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802 
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4 
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5 


23 
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US-08-477-484B-20 


Sequence 


2 0 , Appl 
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803 


10. 


4 


49. 


5 
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2 


US-08-646-360-20 


Sequence 


20, Appl 
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804 


10. 


4 


49. 
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2 


US-08-350-260A-95 


Sequence 


9 5 , Appl 
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805 


10. 


4 


49. 


5 
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US-08-350-260A-568 


Sequence 


568, App 
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806 


10. 


4 


49. 
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23 


2 


US-08-596-319-25 


Sequence 


25, Appl 
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807 
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3 


US-09-050-783-49 


Sequence 


4 9, Appl 
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808 
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4 
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US-08-839-765-20 


Sequence 


20, Appl 


c 


809 
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4 
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23 
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US-09-136-389-20 


Sequence 


20, Appl 
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810 
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US-09-610-838-20 


Sequence 


20, Appl 
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US-09-104-337A-95 


Sequence 


95, Appl 
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812 
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4 


49. 
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23 


3 


US-09-104-337A-568 


Sequence 


568, App 
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4 
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3 


US-09-546-934-15 


Sequence 


15, Appl 
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814 


10. 


4 
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23 


3 


US-09-989-002-8 


Sequence 


8, Appli 
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815 
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4 
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23 


3 


US-09-989-002-30 


Sequence 


30, Appl 
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816 


10. 


4 
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23 


3 


US-09-711-485-20 


Sequence 


20, Appl 


c 


817 


10. 


4 


49. 


5 


23 


7 


PCT-US92-09487-20 


Sequence 


20, Appl 
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818 
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4 
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US-08-742-755A-28 


Sequence 


28, Appl 
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US-09-226-683-28 


Sequence 


28, Appl 
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US-09-035-183-28 


Sequence 


28, Appl 
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US-09-521-656-1 


Sequence 


1, Appli 
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US-08-693-234-13 


Sequence 


13, Appl 
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US-09-788-038-28 


Sequence 


28, Appl 
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US-09-744-176A-18 


Sequence 


18, Appl 
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825 
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US-09-203-231B-86 


Sequence 


86, Appl 
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US-09-866-108A-12780 


Sequence 


12780, A 
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US-09-866-108A-12781 


Sequence 


12781, A 
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US-09-866-108A-12782 


Sequence 


12782, A 
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US-09-866-108A-12783 


Sequence 


12783, A 
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US-09-866-108A-12784 


Sequence 


12784, A 
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US-09-866-108A-12785 


Sequence 


12785, A 
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US-09-826-509-187 


Sequence 


187, App 


c 


833 


10 


.4 
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.5 
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US-09-396-196G-951 


Sequence 


951, App 




834 
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US-09-396-196G-2804 


Sequence 


2804, Ap 
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US-09-396-196G-4296 


Sequence 


4296, Ap 




836 
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49 
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US-09-396-196G-4358 


Sequence 


4358, Ap 




837 
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49 


.5 
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3 


US-09-396-196G-4359 


Sequence 


4359, Ap 
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US-09-396-196G-6441 


Sequence 


6441, Ap 
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.4 
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US-09-396-196G-9070 


Sequence 


9070, Ap 
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US-09-396-196G-15851 


Sequence 


15851, A 
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US-09-396-196G-17001 


Sequence 


17001, A 


c 


842 
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US-09-396-196G-228 65 


Sequence 


22865, A 


c 
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.4 


49 


.5 
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US-09-396-196G-24916 


Sequence 


24916, A 
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.4 


49 
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US-09-396-196G-27884 


Sequence 


27884, A 
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49 
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US-09-396-196G-27949 


Sequence 


f\ T O A f\ "TV 

27949, A 


c 


846 
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49 
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25 
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US-09-396-196G-282 65 


Sequence 


28265, A 
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847 
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.4 


49 


.5 


25 
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US-09-396-196G-324 93 


Sequence 


32493, A 
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US-09-396-196G-33033 


Sequence 


33033, A 
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US-09-396-196G-3474 6 


Sequence 


34746, A 
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US-09-396-196G-35052 


Sequence 
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US-09-396-196G-35426 


Sequence 


35426, A 
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.4 


49 
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US-09-396-196G-35443 


Sequence 


35443, A 
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853 


10 
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49 
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US-09-396-196G-37007 


Sequence 


37007, A 
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US-09-396-196G-37008 


Sequence 


37008, A 



http://es/ScoreAccessWeb/GetItem.action?AppId=10728491&seqId=836596&ItemName=u... 11/21/06 



1 1 





855 
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US-09-396-196G-37 516 


Sequence 


37516, 






856 


10. 
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US-09-396-196G-3774 9 


Sequence 


37749, 


A 


c 


857 


10. 


4 


49. 


5 


25 
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US-09-396-196G-38585 


Sequence 


38585, 


A 




858 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-39680 


Sequence 


39680, 


A 




859 


10. 


4 


49. 


5 


25 
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US-09-396-196G-40411 


Sequence 


40411, 


A 
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860 
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4 
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US-09-396-196G-40863 


Sequence 


40863, 


A 




861 
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4 
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US-09-396-196G-40882 


Sequence 


40882 , 


A 
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10. 
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US-09-396-196G-40883 


Sequence 


40883, 


A 


c 


863 


10. 


4 


49. 


5 
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US-09-396-196G-41957 


Sequence 


41957, 


A 




864 


10. 


4 


49. 


5 


25 
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US-09-396-196G-44075 


Sequence 


44075, 


A 




865 


10. 


4 


49. 


5 


25 
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US-09-396-196G-44999 


Sequence 


44999, 


A 


c 


866 


10. 


4 


49. 


5 


25 
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US-09-396-196G-4 6507 


Sequence 


46507, 


A 


c 


867 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-46508 


Sequence 


46508, 


A 




868 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-47296 


Sequence 


47296, 


A 




869 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-4787 6 


Sequence 


47876, 


A 




870 


10. 


4 


49. 


5 


25 
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US-09-396-196G-49122 


Sequence 


49122, 


A 




871 


10. 


4 


49. 


5 


25 
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US-09-396-196G-49123 


Sequence 


49123, 


A 


c 


872 


10. 


4 


49. 


5 


25 
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US-09-396-196G-49160 


Sequence 


49160, 


A 


c 


873 


10. 


4 


49. 


5 


25 
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US-09-396-196G-50186 


Sequence 


50186, 


A 


c 


874 


10. 


4 


49. 


5 


25 
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US-09-396-196G-53939 


Sequence 


53939, 


A 


c 


875 


10. 


4 


49. 


5 
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US-09-396-196G-55423 


Sequence 


55423, 


A 




876 


10. 


4 


49. 


5 
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US-09-396-196G-59283 


Sequence 


59283, 


A 




877 


10. 


4 


49. 


5 
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3 


US-09-396-196G-59284 


Sequence 


59284, 


A 




878 


10. 


4 


49. 


5 
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US-09-396-196G-5947 9 


Sequence 


59479, 


A 




879 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-60549 


Sequence 


60549, 


A 
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880 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-60727 


Sequence 


60727, 


A 


c 


881 


10. 


4 


49. 


5 


25 


3 


US-09-396-196G-60728 


Sequence 


60728, 


A 




882 


10. 


4 


49. 


,5 


25 
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US-09-396-196G-61015 


Sequence 


61015, 


A 




883 
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25 
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US-09-396-196G-61016 


Sequence 


61016, 


A 




884 


10. 


,4 


49. 


.5 


25 


3 


US-09-396-196G-65739 


Sequence 


65739, 


A 




885 


10. 


.4 


49. 


.5 


25 
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US-09-396-196G-66142 


Sequence 


66142, 


A 
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886 


10. 


.4 


49. 


.5 


25 
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US-09-396-196G-67596 


Sequence 


67596, . 


A 




887 


10, 


.4 


49, 


.5 


25 
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US-09-396-196G-68143 


Sequence 


68143, 


A 




888 


10. 


.4 


49. 


.5 
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US-09-396-196G-68144 


Sequence 


68144, 


A 
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889 


10, 


.4 


49. 


.5 


25 


3 


US-09-396-196G-69696 


Sequence 


69696, 


A 
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890 


10, 
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49, 


.5 


25 


3 


US-09-396-196G-69697 


Sequence 


69697, 


A 




891 


10, 
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49 
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US-09-396-196G-74554 


Sequence 


74554, 


A 
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US-09-396-196G-74555 


Sequence 


74555, 


A 
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893 


10 
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49 
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US-09-396-196G-74665 


Sequence 


74665, 


A 
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894 


10 
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49 
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3 


US-09-396-196G-76872 


Sequence 


76872, 


A 
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10 
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3 


US-09-396-196G-804 92 


Sequence 


80492, 


A 
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896 


10 
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49 
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US-09-396-196G-82770 


Sequence 


82770, 


A 




897 
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US-09-396-196G-858 62 


Sequence 


85862, 


A 




898 
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US-09-396-196G-86370 


Sequence 


86370, 
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US-09-396-196G-86590 


Sequence 


86590, 


A 
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US-09-396-196G-86952 


Sequence 


86952, 


A 
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US-09-396-196G-99616 


Sequence 


99616, 
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US-09-396-196G-10267 9 


Sequence 


102679 
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US-09-396-196G-110802 


Sequence 


110802 
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c 


904 


10 


.4 


49 


.5 


25 


3 


US-09-396-196G-111719 


Sequence 


111719 
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US-09-396-196G-11214 6 


Sequence 


112146 
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Sequence 


114550 
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Sequence 


114551 
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Sequence 


115391 


/ 




909 


10 


.4 


49 


.5 


25 


3 


US-09-396-196G-115392 


Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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US-10-012-231A-166 


Sequence 


166, App 
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US-10-015-38 9A-166 


Sequence 


166, App 
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US-10-006-768A-166 


Sequence 


166, App 
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US-10-015-671A-166 


Sequence 


166, App 
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US-10-015-393A-166 


Sequence 


166, App 
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Sequence 


166, App 
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US-10-006-041A-166 


Sequence 


166, App 
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US-10-012-064A-166 


Sequence 


166, App 
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US-10-015-392A-166 


Sequence 


166, App 
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Sequence 


166, App 
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Sequence 
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US-10-012-121A-166 


Sequence 


166, App 
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US-10-006-485A-166 


Sequence 


166, App 
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US-10-006-746A-166 


Sequence 


166, App 
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US-10-012-752A-166 


Sequence 


166, App 
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US-10-017-253A-166 


Sequence 


166, App 
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Sequence 


166, App 
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Sequence 
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Sequence 


166, App 
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Sequence 


7, Appli 
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Sequence 


55, Appl 


c 


935 


10. 


4 ' 


49. 


5 


26 


2 


US-08-298-523-4 


Sequence 


4, Appli 
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Sequence 


316, App 
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US-09-641-690A-7 


Sequence 


7, Appli 


c 


938 


10. 


4 


49. 


5 


26 


7 


PCT-US95-10226-4 


Sequence 


4 , Appli 


c 


939 


10. 


4 


49. 


5 


27 


2 


US-08-435-350-11 


Sequence 


11, Appl 


c 


940 


10. 


4 


49. 


,5 


27 


2 


US-08-592-126-49 


Sequence 


49, Appl 


c 


941 


10. 


4 


49. 


.5 


27 


3 


US-08-584-040-856 


Sequence 


856, App 


c 


942 


10. 


4 


49. 


.5 


27 


3 


US-08-584-040-3524 


Sequence 


3524, Ap 


c 


943 


10. 


4 


49. 


.5 


27 


3 


US-08-584-040-7212 


Sequence 


7212, Ap 


c 


944 


10. 


4 


49. 


.5 


27 


3 


US-08-679-645-1045 


Sequence 


1045, Ap 


c 


945 


10. 


A 


49. 


.5 


27 


3 


US-09-168-595-49 


Sequence 


49, Appl 




946 


10. 


.4 


49. 


.5 


27 


3 


US-09-947-150-4 


Sequence 


4, Appli 


c 


947 


10. 


.4 


49. 


.5 


29 


3 


US-09-304-232-894 


Sequence 


894, App 




948 


10. 


.4 


49. 


.5 


30 


2 


US-08-173-209A-3 


Sequence 


3, Appli 


c 


949 


10. 


.4 


49. 


.5 


30 


2 


US-08-384-708A-43 


Sequence 


43, Appl 




950 


10. 


.4 


49. 


.5 


30 


3 


US-08-722-719-37 


Sequence 


37, Appl 




951 


10, 


.4 


49 


.5 


30 


3 


US-08-946-138-25 


Sequence 


25, Appl 


c 


952 


10, 


.4 


49 


.5 


30 


3 


US-09-130-663-8 


Sequence 


8, Appli 


c 


953 


10. 


.4 


49 


.5 


30 


3 


US-08-765-856-10 


Sequence 


10, Appl 


c 


954 


10, 


.4 


49 


.5 


30 


3 


US-09-432-335-8 


Sequence 


8 , Appli 


c 


955 


10. 


.4 


49 


.5 


30 


3 


US-08-935-009A-12 


Sequence 


12, Appl 


c 


956 


10 


.4 


49 


.5 


30 


3 


US-08-687-421-43 


Sequence 


43, Appl 




957 


10 


.4 


49 


.5 


30 


3 


US-09-130-546D-25 


Sequence 


25, Appl 


c 


958 


10 


.4 


49 


.5 


30 


3 


US-09-614-022-8 


Sequence 


8, Appli 




959 


10 


.4 


49 


.5 


30 


3 


US-09-334-951-37 


Sequence 


37, Appl 




960 


10 


.4 


49 


.5 


30 


3 


US-09-334-923A-37 


Sequence 


37, Appl 




961 


10 


.4 


49 


.5 


30 


3 


US-09-227-694B-25 


Sequence 


25, Appl 




962 


10 


.4 


49 


.5 


30 


3 


US-09-446-081-27 


Sequence 


27, Appl 




963 


10 


.4 


49 


.5 


30 


3 


US-09-334-954A-37 


Sequence 


37, Appl 




964 


10 


.4 


49 


.5 


30 


3 


US-09-907-795-19 


Sequence 


19, Appl 


c 


965 


10 


.4 


49 


.5 


30 


3 


US-08-442-423-43 


Sequence 


43, Appl 




966 


10 


.4 


49 


.5 


30 


3 


US-10-124-884-19 


Sequence 


19, Appl 




967 


10 


.4 


49 


.5 


30 


3 


US-09-571-013-39 


Sequence 


39, Appl 




968 


10 


.4 


49 


.5 


30 


3 


US-09-908-130-19 


Sequence 


19, Appl 




969 


10 


.4 


49 


.5 


30 


3 


US-10-321-188-19 


Sequence 


19, Appl 




970 


10 


.4 


49 


.5 


30 


3 


US-09-673-716-3 


Sequence 


3, Appli 




971 


10 


. 4 


49 


.5 


30 


4 


US-09-908-131-19 


Sequence 


19, Appl 




972 


10 


.2 


48 


.6 


15 


3 


US-09-081-646-215 


Sequence 


215, App 




973 


10 


.2 


48 


.6 


17 


3 


US-08-584-040-7860 


Sequence 


7860, Ap 




974 


10 


.2 


48 


.6 


17 


3 


US-09-371-772B-3643 


Sequence 


3643, Ap 


c 


975 


10 


.2 


48 


.6 


17 


3 


US-09-866-108A-503 


Sequence 


503, App 


c 


976 


10 


.2 


48 


.6 


17 


3 


US-09-866-108A-6376 


Sequence 


6376, Ap 
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977 


10 


.2 


48 


6 


17 


3 


US-09-685-664B-3643 


Sequence 


0/*/|0 7\v\ 

ob^o, Ap 


c 


978 


10 


.2 


48 


6 


17 


5 


US-10-156-306B-4913 


Sequence 


4913, Ap 




979 


10 


.2 


48 


6 


17 


5 


US-10-138-674B-3643 


Sequence 


3643, Ap 


c 


980 


10 


.2 


48 


.6 


18 


2 


US-08-463-224-10 


Sequence 


10, Appl 


c 


981 


10 


.2 


48 


.6 


18 


2 


US-08-463-377-10 


Sequence 


10, Appl 


c 


982 


10 


.2 


48 


.6 


18 


3 


US-08-577-081A-67 


Sequence 


b / , Appl 


c 


983 


10 


.2 


48 


.6 


18 


3 


US-09-292-534-15 


Sequence 


15, Appl 


c 


984 


10 


.2 


48 


.6 


18 


3 


US-09-422-978-11574 


Sequence 


llo /4 , A 




985 


10 


.2 


48 


.6 


19 


2 


US-08-452-262-12 


Sequence 


12, Appl 




986 


10 


.2 


48 


.6 


19 


2 


US-08-734-550-12 


Sequence 


1 O TV _ _ 1 

12, Appl 




987 


10 


.2 


48 


.6 


19 


3 


US-09-696-791-297 4 


Sequence 


297 4, Ap 




988 


10 


.2 


48 


.6 


19 


5 


US-09-543-679A-1308 


Sequence 


1308, Ap 




989 


10 


.2 


48 


.6 


19 


7 


PCT-US96-07528-12 


Sequence 


12, Appl 


c 


990 


10 


.2 


48 


.6 


20 


2 


US-08-118-441-3 


Sequence 


3, Appli 


c 


991 


10 


.2 


48 


.6 


20 


3 


US-08-974-180-4 


Sequence 


4 , Appli 


c 


992 


10 


.2 


48 


.6 


20 


3 


US-08-338-579A-3 


Sequence 


3, Appli 




993 


10 


.2 


48 


.6 


20 


3 


US-08-909-954-5 


Sequence 


5, Appli 




994 


10 


.2 


48 


.6 


20 


3 


US-08-909-954-13 


Sequence 


13, Appl 


c 


995 


10 


.2 


48 


.6 


20 


3 


US-09-280-799-87 


Sequence 


87, Appl 


c 


996 


10 


.2 


48 


.6 


20 


3 


US- 09-28 0-7 99-14 3 


oequen.ee 


J. i o , "fr^ 




997 


10 


.2 


48 


.6 


20 


3 


US-09-226-012-82 


Sequence 


82, Appl 


c 


998 


10 


.2 


48 


.6 


20 


3 


US-09-277-020-11 


Sequence 


11, Appl 


c 


999 


10 


.2 


48 


.6 


20 


3 


US-09-488.-074-6 


Sequence 


6, Appli 


1000 


10 


.2 


48 


.6 


20 


3 


US-09-528-404-1 


Sequence 


1, Appli 



ALIGNMENTS 



RESULT 1 

US-07-702-163B-2 

; Sequence 2, Application US/07702163B 
; Patent No. 5271941 
; GENERAL INFORMATION : 

APPLICANT: Yoon S. Cho-Chung 

TITLE OF INVENTION: ANTISENSE OLIGONUCLEOTIDES FOR TREATMENT OF CANCER 
NUMBER OF SEQUENCES: 7 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Sterne, Kessler, Goldstein and Fox 
STREET: 1225 Connecticut Avenue, N.W. 
CITY: Washington 
STATE: D.C. 
COUNTRY : USA 
ZIP: 20036 
; COMPUTER READABLE FORM: 
; MEDIUM TYPE: Floppy disk 

; COMPUTER: IBM PC compatable 

OPERATING SYSTEM: DOS 
SOFTWARE: Patentln 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/07/702, 163B 
FILING DATE: 19910520 
CLASSIFICATION: 424 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: none 
; FILING DATE: none 

ATTORNEY /AGENT INFORMATION: 
NAME: Robert W. Esmond 
REGISTRATION NUMBER: 32,893 
REFERENCE/DOCKET NUMBER: 1350.0040004 
TELECOMMUNICATION INFORMATION: 
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X A 



TELEPHONE: (202)4 66-0800 
TELEFAX: (202)833-8716 
TELEX: 248636 SSI 
; INFORMATION FOR SEQ ID NO: • 2: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 18 bases 
TYPE: NUCLEIC ACID 
STRANDEDNESS : Single 
; TOPOLOGY: linear 

MOLECULE TYPE: DNA 
ANTI-SENSE: yes 
US-07-702-163B-2 



Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 2 
US-08-060-984-2 

; Sequence 2, Application US/08060984 
; Patent No. 5627158 
; GENERAL INFORMATION: 

APPLICANT: Yoon S. Cho-Chung 

TITLE OF INVENTION: ANTISENSE OLIGONUCLEOTIDES FOR TREATMENT OF CANCER 
NUMBER OF SEQUENCES: 7 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Sterne, Kessler, Goldstein and Fox 

STREET: 1225 Connecticut Avenue, N.W. 
; CITY: Washington 

STATE: D.C. 

COUNTRY : USA 

ZIP: 20036 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatable 

OPERATING SYSTEM: DOS 

SOFTWARE : Patentln 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/060,984 

FILING DATE: 19930514 

CLASSIFICATION: 514 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 07/702,163 

FILING DATE: May 20, 1993 
ATTORNEY /AGENT INFORMATION: 

NAME: Robert W. Esmond 

REGISTRATION NUMBER: 32,893 

REFERENCE/ DOCKET NUMBER: 1350.0050003 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (202)4 66-0800 

TELEFAX: (202)833-8716 

TELEX: 248636 SSI 
; INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 bases 

TYPE: NUCLEIC ACID 
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1 1 



STRANDEDNESS : Single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
ANTI-SENSE: yes 
US-08-060-984-2 

Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 7 6.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 

5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
1 GCGTGCCTCCTCACTGG 17 



QY 
Db 



RESULT 3 
US-08-383-742-2 

; Sequence 2, Application US/08383742 

; Patent No. 5691317 

; GENERAL INFORMATION: 

APPLICANT: Cho-Chung, Yoon Sang 

TITLE OF INVENTION: Antisense Oligonucleotides for the Treatment of 
TITLE OF INVENTION: Cancer 
NUMBER OF SEQUENCES: 7 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: STERNE, KESSLER, GOLDSTEIN & FOX 

STREET: 1100 New York Ave., N.W. 

CITY: Washington 

STATE: D.C. 

COUNTRY : USA 

ZIP: 20005 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatable 

OPERATING SYSTEM: DOS 
; SOFTWARE: Patentln 

CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/383,742 

FILING DATE: herewith 

CLASSIFICATION: 514 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 08/060,984 

FILING DATE: May 14, 1993 
ATTORNEY /AGENT INFORMATION: 

NAME: Robert W. Esmond 

REGISTRATION NUMBER: 32,893 

REFERENCE /DOCKET NUMBER: 1350.0010004 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (202) 371-2600 

TELEFAX: (202) 371-2540 
; INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 bases 

TYPE: nucleic acid 

STRANDEDNESS: single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
ANTI-SENSE: YES 
US-08-383-742-2 

Query Match 81.0%; Score 17; DB 2; Length 18; 



http://es/ScoreAccessWeM^ 11/21/06 



Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 



RESULT 4 
US-08-532-979-1 

; Sequence 1, Application US/08532979 

; Patent No. 5969117 

; GENERAL INFORMATION: 

APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC 
; TITLE OF INVENTION: OLIGONUCLEOTIDES AND METHODS OF THEIR USE 
NUMBER OF SEQUENCES: 8 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Lappin & Kusmer 

STREET: 200 State Street 

CITY: Boston 

STATE : MA 

COUNTRY: USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 
; SOFTWARE: Patentln Release #1.0, Version #1.30 

CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/532,979 

FILING DATE: 

CLASSIFICATION: 536 
ATTORNEY /AGENT INFORMATION: 

NAME: Kerner, Ann-Louise 

REGISTRATION NUMBER: 33,523 

REFERENCE /DOCKET NUMBER: HYZ-050 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 617-330-1300 

TELEFAX: 617-330-1311 
; INFORMATION FOR SEQ ID NO: 1: 

SEQUENCE CHARACTERISTICS: 
; LENGTH: 18 base pairs 

; TYPE: nucleic acid 

STRANDEDNESS: single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
HYPOTHETICAL: NO 
ANTI-SENSE: YES 
US-08-532-979-1 

Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 
Qy 5 GCGUGCCUCCUCACUGG 21 



Qy 



5 GCGUGCCUCCUCACUGG 21 



I I i . i i i • i i - i i i • i i 
1 GCGTGCCTCCTCACTGG 17 




Db 



M I • I 1 1 • I I • I I I • I I 

1 GCGTGCCTCCTCACTGG 17 




Db 



RESULT 5 



http://es/ScoreAccess\Veb/GetItem. action? Appld= 1 072849 1 &seqld=83 6596&ItemName=u. . 



US-08-532-979-4 

; Sequence 4, Application US/08532979 

; Patent No. 5969117 

; GENERAL INFORMATION: 

APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC 
TITLE OF INVENTION: OLIGONUCLEOTIDES AND METHODS OF THEIR USE 
NUMBER OF SEQUENCES: 8 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Lappin & Kusmer 

STREET: 200 State Street 
; CITY: Boston 

STATE: MA 

COUNTRY : USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS /MS-DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/532,979 

FILING DATE: 

CLASSIFICATION: 536 
ATTORNEY /AGENT INFORMATION: 

NAME: Kerner, Ann-Louise 

REGISTRATION NUMBER: 33,523 

REFERENCE /DOCKET NUMBER: HYZ-050 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 617-330-1300 

TELEFAX: 617-330-1311 
; INFORMATION FOR SEQ ID NO: 4: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 base pairs 
; TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA/RNA 
HYPOTHETICAL: NO 
ANTI-SENSE: YES 
US-08-532-979-4 

Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 88.2%; Pred. No. 1.4e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 



Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 6 
US-08-532-979-6 

; Sequence 6, Application US/08532979 

; Patent No. 5969117 

; GENERAL INFORMATION: 

APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC 
TITLE OF INVENTION: OLIGONUCLEOTIDES AND METHODS OF THEIR USE 
NUMBER OF SEQUENCES: 8 
CORRESPONDENCE ADDRESS: 
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; ADDRESSEE: Lappin & Kusmer 

STREET: 200 State Street 
; CITY: Boston 

STATE : MA 

COUNTRY: USA 

ZIP: 02109 
COMPUTER READABLE FORM:. 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS /MS-DOS 

SOFTWARE: Patentln Release #1-0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/532, 979 

FILING DATE: 

CLASSIFICATION: 536 
ATTORNEY /AGENT INFORMATION: 

NAME: Kerner, Ann- Louise 

REGISTRATION NUMBER: .33,523 

REFERENCE/DOCKET NUMBER: HYZ-050 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 617-330-1300 

TELEFAX: 617-330-1311 
; INFORMATION FOR SEQ ID NO: 6: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 base pairs 

TYPE: nucleic acid 

STRANDEDNESS: single 
; TOPOLOGY: linear 

MOLECULE TYPE: DNA/RNA 
HYPOTHETICAL: NO 
ANTI-SENSE: YES 
US-08-532-979-6 

Query Match 81.0%; Score 17; DB 2; Length 18; 

Best Local Similarity 88.2%; Pred. No. 1.4e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I I I I I I I I : I I 
Db 1 GCGTGCCUCCUCACTGG 17 



RESULT 7 
US-09-540-699-1 

; Sequence 1, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99,128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 
; CURRENT FILING DATE: 2000-03-31 
; PRIOR APPLICATION NUMBER: US 60/127,138 
; PRIOR FILING DATE: 1999-03-31 
; PRIOR APPLICATION NUMBER: US 60/174,642 
; PRIOR FILING DATE: 2000-01-05 
; NUMBER OF SEQ ID NOS : 26 
; SOFTWARE: Patentln Ver . 2.0 
; SEQ ID NO 1 
LENGTH: 18 
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us 



Qy 

Db 



RE 

US 



US 



Qy 

Db 



RE 
US 



http 



Best" Local Similarity 88.2%; Pred. No. 1.4e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 

5 GCGUGCCUCCUCACUGG 21 

II I I I I I : I I : I I I I I I 
1 GCGUGCCTCCTCACUGG 17 



SULT 9 

-09-321-249-20 
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TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY: misc_feature 
LOCATION: (1) . . (18) 

OTHER INFORMATION: /note= "All phosphorothioate internucleotide 
OTHER INFORMATION: linkages" 
-09-540-699-1 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 

5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
1 GCGTGCCTCCTCACTGG 17 



SULT 8 

-09-587-934B-20 

Sequence 20, Application US/09587934B 
Patent No. 6608035 
GENERAL INFORMATION: 

APPLICANT: AGRAWAL , Sudhir 

APPLICANT: DIASIO, Robert B. 

APPLICANT: ZHANG, Ruiwen 

TITLE OF INVENTION: A Method of Down-Regulating Gene Expression 
FILE REFERENCE: HYZ-030CPCN2 ( 47508-734 ) 
CURRENT APPLICATION NUMBER: US/09/587 , 934B 
CURRENT FILING DATE: 2000-06-06 
PRIOR APPLICATION NUMBER: US 08/758,005 
PRIOR FILING DATE: 1996-11-27 
PRIOR APPLICATION NUMBER: US 08/709,910 
PRIOR FILING DATE: 1996-09-09 
PRIOR APPLICATION NUMBER: US 08/328,520 
PRIOR FILING DATE: 1994-10-25 
NUMBER OF SEQ ID NOS : 21 
SOFTWARE: Patentln version 3.0 
SEQ ID NO 20 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : ■ 

OTHER INFORMATION: Antisense 
OTHER INFORMATION: DNA/RNA 
-09-587-934B-20 



A A 



; Sequence 20, Application US/09321249 

; Patent No. 6645943 

; GENERAL INFORMATION: 

; APPLICANT: AGRAWAL, Sudhir 

; APPLICANT: DIASIO, Robert H. 

; APPLICANT: ZHANG, Ruiwen 

; TITLE OF INVENTION: A Method of Down-Regulating Gene Expression 

; FILE REFERENCE: HYZ-030CIPCN (47508-437) 

; CURRENT APPLICATION NUMBER: US/09/321 , 2 4 9 

; CURRENT FILING DATE: 1999-05-27 

; PRIOR APPLICATION NUMBER: US 08/758,005 

; PRIOR FILING DATE: 1996-11-27 

; PRIOR APPLICATION NUMBER: US 08/709,910- 

; PRIOR FILING DATE: 1996-09-09 

; PRIOR APPLICATION NUMBER: US 08/328,520 

; PRIOR FILING DATE: 1994-10-25 

; NUMBER OF SEQ ID NOS : 21 

SOFTWARE: Patentln version 3.0 
; SEQ ID NO 20 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

; OTHER INFORMATION: Antisense 

OTHER INFORMATION: DNA/RNA 
US-09-321-249-20 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 88.2%; Pred. No. 1.4e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I II I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 10 
US-09-835-370-39 

; Sequence 39, Application US/09835370 

; Patent No. 6777544 

; GENERAL INFORMATION: 

; APPLICANT: UHLMANN, EUGEN 

; APPLICANT: BREIPOHL, GERHARD 

; APPLICANT: WILL, DAVID W 

; TITLE OF INVENTION: POLYAMIDE NUCLEIC ACID DERIVATIVES AND AGENTS AND 

; TITLE OF INVENTION: PROCESSES FOR PREPARING THEM 

; FILE REFERENCE: 02481.1742 SEQUENCE LISTING 

; CURRENT APPLICATION NUMBER: US/09/835,370 

; CURRENT FILING DATE: 2001-04-17 

; NUMBER OF SEQ ID NOS: 64 

; SOFTWARE : Patentln Ver . 2.1 

; SEQ ID NO 39 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: nucleotide 
OTHER INFORMATION: base sequence of PNA derivatives that bind to 
OTHER INFORMATION: viral and cellular targets 
US-09-835-370-39 
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Query Match 81.0%; Score 17; DB 3; Length 18; 



Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I M : I I : M I : I I 
Db 1 GCGTGCC TCCTCACTGG 17 



RESULT 11 
US-09-108-673A-39 

Sequence 39, Application US/09108673A 
Patent No. 6887906 
GENERAL INFORMATION: 

7APPT tcant • China-Leou Teng and Greg Hardee 

SS S? INVEnSoN: Compositions and Methods for the Delivery of 
TITLE OF INVENTION: Oligonucleotides Via the Alimentary Canal 
NUMBER OF SEQUENCES : 132 

CORRESPONDENCE ADDRESS: , £AQ7Qn6ris LLP 

ADDRESSEE: Woodcock Washburn Kurtz Mackxewxcz & No. 6887906ns LLP 
STREET: One Liberty Place, 46th Floor 
CITY : Philadelphia 
STATE: PA 
COUNTRY : USA 
ZIP: 19103 
COMPUTER READABLE FORM: 

MEDIUM TYPE: DISKETTE, 3.5 INCH, 1.44 MB STORAGE 
COMPUTER: IBM PS/2 
OPERATING SYSTEM: PC-DOS 
SOFTWARE: WORDPERFECT 6.1 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/108, 673A 
FILING DATE: July 1, 1998 
CLASSIFICATION: 514 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 08/886,829 
FILING DATE: 01-JUL-1997 
ATTORNEY /AGENT INFORMATION: 
NAME: Paul K. Legaard 
REGISTRATION NUMBER: 38,534 
REFERENCE/DOCKET NUMBER: ISIS-3105 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (215) 568-3100 
TELEFAX: (215) 568 3439 
INFORMATION FOR SEQ ID NO: 39: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 18 base pairs 
TYPE: Nucleic Acid 
STRANDEDNESS : Single 
TOPOLOGY: Linear 
ANTI-SENSE: Yes 
PUBLICATION INFORMATION: 

DOCUMENT NUMBER: WO 97/11171 (SEQ ID NO:l) 
FILING DATE: 19-SEP-1996 
PUBLICATION DATE: 27-MAR-1997 
US-09-108-673A-39 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0, Gaps 0, 
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Qy 5 GCGUGCCUCCUCACUGG 21 

. I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 12 
US-09-108-673A-40 

; Sequence 40, Application US/09108673A 
; Patent No. 6887906 
; GENERAL INFORMATION: 

APPLICANT: Ching-Leou Teng and Greg Hardee 

TITLE OF INVENTION: Compositions and Methods for the Delivery of 
; TITLE OF INVENTION: Oligonucleotides Via the Alimentary Canal 
NUMBER OF SEQUENCES: 132 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Woodcock Washburn Kurtz Mackiewicz & No. 6887906ris LLP 
; STREET: One Liberty Place, 4 6th Floor 

CITY: Philadelphia 

STATE: PA 

COUNTRY: USA 

ZIP: 19103 
COMPUTER READABLE FORM: 

MEDIUM TYPE: DISKETTE, 3.5 INCH, 1.44 MB STORAGE 

COMPUTER: IBM PS/2 

OPERATING SYSTEM: PC-DOS 

SOFTWARE: WORDPERFECT 6.1 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/108, 673A 

FILING DATE: July 1, 1998 

CLASSIFICATION: 514 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 08/886,829 

FILING DATE: 01-JUL-1997 
ATTORNEY/AGENT INFORMATION: 
; NAME: Paul K. Legaard 

REGISTRATION NUMBER: 38,534 

REFERENCE/DOCKET NUMBER: ISIS-3105 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (215) 568-3100 

TELEFAX: (215) 568 3439 
; INFORMATION FOR SEQ ID NO: 40: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 base pairs 

TYPE: Nucleic Acid 

STRANDEDNESS : Single 

TOPOLOGY: Linear 
ANTI-SENSE : Yes 
PUBLICATION INFORMATION: 

DOCUMENT NUMBER: WO 97/11171 (SEQ ID NO: 4) 

FILING DATE: 19-SEP-1996 

PUBLICATION DATE: 27-MAR-1997 
US-09-108-673A-40 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 88.2%; Pred. No. 1.4e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I II I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 
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RESULT 13 
US-09-108-673A-41 

; Sequence 41, Application US/09108673A 
; Patent No. 6887906 
; GENERAL INFORMATION: 

; APPLICANT: Ching-Leou Teng and Greg Hardee 

TITLE OF INVENTION: Compositions and Methods for the Delivery of 
TITLE OF INVENTION: Oligonucleotides Via the Alimentary Canal 
NUMBER OF SEQUENCES: 132 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Woodcock Washburn Kurtz Mackiewicz & No. 6887 90 6ris LLP 

STREET: One Liberty Place, 4 6th Floor 

CITY: Philadelphia 

STATE: PA 

COUNTRY: USA 

ZIP: 19103 
COMPUTER READABLE FORM: 

MEDIUM TYPE: DISKETTE, 3.5 INCH, 1.44 MB STORAGE 

COMPUTER: IBM PS/2 

OPERATING SYSTEM: PC-DOS 

SOFTWARE: WORDPERFECT 6.1 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/108, 673A 

FILING DATE: July 1, 1998 

CLASSIFICATION: 514 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 08/886,829 

FILING DATE: 01-JUL-1997 
ATTORNEY /AGENT INFORMATION: 
; NAME: Paul K. Legaard 

REGISTRATION NUMBER: 38,534 

REFERENCE/DOCKET NUMBER: ISIS-3105 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (215) 568-3100 

TELEFAX: (215) 568 3439 
; INFORMATION FOR SEQ ID NO: 41: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 base pairs 
; TYPE: Nucleic Acid 

STRANDEDNESS : Single 

TOPOLOGY: Linear 
ANTI-SENSE: Yes 
PUBLICATION INFORMATION: 

DOCUMENT NUMBER: WO 97/11171 (SEQ ID NO: 6) 

FILING DATE: 19-SEP-1996 

PUBLICATION DATE: 27-MAR-1997 
US-09-108-673A-41 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 88.2%; Pred. No. 1.4e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 



Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I I I I I I I I : I I 

Db 1 GCGTGCCUCCUCACTGG 17 



RESULT 14 
US-09-835-371-39 

; Sequence 39, Application US/09835371 
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; Patent No. 6905820 

; GENERAL INFORMATION: 

; APPLICANT: UHLMANN, Eugen 

r APPLICANT: BREIPOHL, Gerhard 

; APPLICANT: WILL, David W 

; TITLE OF INVENTION: POL YAM IDE NUCLEIC ACID DERIVATIVES, AND AGENTS AND 

; TITLE OF INVENTION: PROCESSES FOR PREPARING THEM 

; FILE REFERENCE: 02481.1743 SEQUENCE LISTING 

; CURRENT APPLICATION NUMBER: US/09/835,371 

; CURRENT FILING DATE: 2001-04-17 

; NUMBER OF SEQ ID NOS : 53 

SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 39 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: base sequence 
OTHER INFORMATION: of PNA targeting CMV 
US-09-835-371-39 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

III : I II : I I : I II : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 15 
US-09-777-526A-20 

; Sequence 20, Application US/09777526A 

; Patent No. 6936593 

; GENERAL INFORMATION: 

; APPLICANT: AGRAWAL, Sudhir 

; APPLICANT: DIASIO, Robert H. 

; APPLICANT: ZHANG, Ruiwen 

TITLE OF INVENTION: A Method of Down-Regulating Gene Expression 
; FILE REFERENCE: HYZ-030CPCN3 (47508-518) 
; CURRENT APPLICATION NUMBER: US/09/777 , 526A 
; CURRENT FILING DATE: 2002-06-04 
; PRIOR APPLICATION NUMBER: US 08/758,005 
; PRIOR FILING DATE: 1996-11-27 
; PRIOR APPLICATION NUMBER: US 08/709,910 
; PRIOR FILING DATE: 1996-09-09 
; PRIOR APPLICATION NUMBER: US 08/328,520 
; PRIOR FILING DATE: 1994-10-25 
; NUMBER OF SEQ ID NOS: 21 
; SOFTWARE: Patentln version 3.0 
; SEQ ID NO 20 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Antisense 
OTHER INFORMATION: DNA/RNA 
US-09-777-526A-20 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 88.2%; Pred. No. 1.4e+02; 
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Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 



Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 16 
US-09-167-375-15 

; Sequence 15, Application US/09167375B 

; Patent No. 6291438 

; GENERAL INFORMATION: 

; APPLICANT: Jui H. Wang 

; TITLE OF INVENTION: Antiviral anticancer poly-substituted phenyl derivatized- oligor 

; TITLE OF INVENTION: methods for their use. 

; FILE REFERENCE: WNGJ 2002 (CIP-1) 

; CURRENT APPLICATION NUMBER: US/09/1 67 , 375B 

; CURRENT FILING DATE: 1998-10-06 

; NUMBER OF SEQ ID NOS : 2 6 

; SEQ ID NO 15 

LENGTH: 20 

TYPE : RNA 
; ORGANISM: Homo sapiens 

FEATURE: 

LOCATION: Portion of the RI/PKA gene 
; OTHER INFORMATION: Complementary to a portion of the RI/PKA gene 
US-09-167-375-15 

Query Match 81.0%; Score 17; DB 3; Length 20; 

Best Local Similarity 100.0%; Pred. No. 1.4e+02; 

Matches 17; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I 
Db 3 GCGUGCCUCCUCACUGG 19 



RESULT 17 

US-09-167-375-18/C 

; Sequence 18, Application US/09167375B 

; Patent No. 6291438 

; GENERAL INFORMATION: 

; APPLICANT: Jui H. Wang 

TITLE OF INVENTION: Antiviral anticancer poly- substituted phenyl derivatized oligor 
; TITLE OF INVENTION: methods for their use. 
; FILE REFERENCE: WNGJ 2002 (CIP-1) 
; CURRENT APPLICATION NUMBER: US/09/167, 375B 
; CURRENT FILING DATE: 1998-10-06 
; NUMBER OF SEQ ID NOS: 26 
; SEQ ID NO 18 

LENGTH: 20 

TYPE: RNA 

ORGANISM: Homo sapiens 
FEATURE : 

LOCATION: Portion of the RI/PKA gene 
OTHER INFORMATION: Sense sequence 
US-09-167-375-18 

Query Match 81.0%; Score 17; DB 3; Length 20; 

Best Local Similarity 7 6.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 
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Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 20 GCGTGCCTCCTCACTGG 4 



RESULT 18 
US-09-540-699-6 

; Sequence 6, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99, 128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174,642 

; PRIOR FILING DATE: 2000-01-05 

; NUMBER OF SEQ ID NOS : 26 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 6 

LENGTH: 23 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

/ OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY: misc_feature 
LOCATION: (19).. (23) 

OTHER INFORMATION: /note= "These bases are listed 3'->5 T left to 
OTHER INFORMATION: right." 
NAME/KEY: misc_feature 
LOCATION: (18) . . (19) 

OTHER INFORMATION: /note= "3' -3' internucleotide linkage" 
NAME/KEY: misc_f eature 
LOCATION: (1)..(18) 

OTHER INFORMATION: /note= "All phosphorothioate internucleotide 
OTHER INFORMATION: linkages" 
US-09-540-699-6 

Query Match 81.0%; Score 17; DB 3; Length 23; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : II : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 19 
US-09-540-699-10 

; Sequence 10, Application US/09540699 

; Patent. No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

; TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
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FILE REFERENCE: 99,128-B 

CURRENT APPLICATION NUMBER : US/09/540,699 
CURRENT FILING DATE: 2000-03-31 
PRIOR APPLICATION NUMBER: US 60/127,138 
PRIOR FILING DATE: 1999-03-31 
PRIOR APPLICATION NUMBER: US 60/174,642 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SEQ ID NOS : 26 
SOFTWARE: PatentlnVer. 2.0 
SEQ ID NO 10 
LENGTH: 23 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY : misc_f eature 
LOCATION: (19) . . (23) 

OTHER INFORMATION: /note= "These bases are listed 3'->5' left to 
OTHER INFORMATION: right." 
NAME/KEY: misc_f eature 
LOCATION: (18) . . (19) 

OTHER INFORMATION: /note= "3'-3 ! internucleotide linkage" 
NAME/KEY: misc_f eature 
LOCATION: (1) . . (18) 

OTHER INFORMATION: /note= "All phosphorothioate internucleotide 
OTHER INFORMATION: linkages" 
US-09-540-699-10 

Query Match 81.0%; Score 17; DB 3; Length 23; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 20 
US-09-540-699-4 

; Sequence 4, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99, 128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174,642 

; PRIOR FILING DATE: 2000-01-05 

; NUMBER OF SEQ ID NOS: 2 6 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 4 

LENGTH: 2 4 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 
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OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY: misc_feature 
LOCATION: (19) . . (24) 

OTHER INFORMATION: /note= "These bases are listed 3'->5 ! left to 
OTHER INFORMATION: right." 
NAME /KEY : misc_feature 
LOCATION: (18).. (19) 

OTHER INFORMATION: /note= "3 ! ->3 f internucleotide linkage" 
US-09-540-699-4 

Query Match 81.0%; Score 17; DB 3; Length 24; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 21 
US-09-540-699-7 

; Sequence 7, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

; TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99,128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174,642 

; PRIOR FILING DATE: 2000-01-05 

; NUMBER OF SEQ ID NOS : 26 

SOFTWARE: Patentln Ver. 2.0 
; SEQ ID NO 7 

LENGTH: 24 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY: misc_feature 
LOCATION: (19) . . (24) 

OTHER INFORMATION: /note= "These bases are listed 3'->5' left to 
OTHER INFORMATION: right." 
NAME/KEY: misc_feature 
LOCATION: (18).. (19) 

OTHER INFORMATION: /note= "3 ! -3 ! internucleotide linkage" 
NAME/KEY: misc_feature 
LOCATION: (1) . . (18) 

OTHER INFORMATION: /note= "All phosphorothioate - internucleotide 
OTHER INFORMATION: linkages" 
US-09-540-699-7 

Query Match 81.0%; Score 17; DB 3; Length 24; 

Best Local Similarity 76.5%.; Pred. No. 1.4e+02; 
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Matches 



13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 



Qy 5 GCGUGCCUGCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 22 
US-09-540-699-8 

; Sequence 8, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99, 128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174, 642 

; PRIOR FILING DATE: 2000-01-05 

; NUMBER OF SEQ ID NOS : 26 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 8 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
; NAME/KEY: misc_f eature 
LOCATION: (19) . . (25) 

OTHER INFORMATION: /note= "These bases are listed 3'->5' left to 
OTHER INFORMATION: right." 
; NAME/KEY: misc_f eature 
LOCATION: (18).. (19) 

OTHER INFORMATION: /note= "3'-3 f internucleotide linkage" 
NAME/KEY: mi sc_f eature 
LOCATION: (1) . . (18) 

OTHER INFORMATION: /note= "All phosphorothioate internucleotide 
OTHER INFORMATION: linkages" 
US-09-540-699-8 

Query Match 81.0%; Score 17; DB 3; Length 25; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 23 
US-09-540-699-11 

; Sequence 11, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 
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; TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99, 128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174,642 

; PRIOR FILING DATE: 2000-01-05 

; NUMBER OF SEQ ID NOS : 26 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 11 

LENGTH: 25 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 

; OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY: misc_feature 
LOCATION: (19) . . (25) 

OTHER INFORMATION: /note= "These bases are listed 3 , ->5' left to 
OTHER INFORMATION: right." 
; NAME/KEY: misc__f eature 
LOCATION: (18).. (19) 

OTHER INFORMATION: /note= '^'-S 1 internucleotide linkage" 

NAME/KEY: misc_f eature 

LOCATION: (1) . . (18) 
; OTHER INFORMATION: /note= "All phosphorothioate internucleotide 

OTHER INFORMATION: linkages" 
US-09-540-699-11 

Query Match 81.0%; Score 17; DB 3; Length 25; 

Best Local Similarity 76.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 24 
US-09-540-699-9 

; Sequence 9, Application US/09540699 

; Patent No. 6383752 

;. GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99, 128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174,642 

; PRIOR FILING DATE: 2000^01-05 

; NUMBER OF SEQ ID NOS: 26 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 9 

LENGTH: 2 6 

TYPE: DNA 

ORGANISM: Artificial Sequence 
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FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence : Oligonucleotide 
OTHER INFORMATION : that is complementary to the mRNA of regulatory 
OTHER INFORMATION: subunit of protein kinase A 
; NAME/KEY: misc_feature 
LOCATION: (19).. (26) 

OTHER INFORMATION: /note= "These bases are listed 3'->5' left to 
OTHER INFORMATION: right." 
NAME/KEY: mis cofeature 
LOCATION: (18) . . (19) 

OTHER INFORMATION: /note= "3 '-3' internucleotide linkage" 
; NAME/KEY: misc_feature 
LOCATION: (1)..(18) 

OTHER INFORMATION: /note= "All phosphorothioate internucleotide 
OTHER INFORMATION: linkages" 
US-09-540-699-9 

Query Match 81.0%; Score 17; DB 3; Length 26; 

Best Local Similarity 7 6.5%; Pred. No. 1.4e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 25 

US-09-690-364-100/C 

; Sequence 100, Application US/09690364 

; Patent No. 6468795 

; GENERAL INFORMATION: 

; APPLICANT: Hong Zhang 

; APPLICANT: Andrew T. Watt 

; TITLE OF INVENTION: ANTISENSE MODULATION OF APAF-1 EXPRESSION 
; FILE REFERENCE: RTS-0190 

; CURRENT APPLICATION NUMBER: US/09/690,364 
; CURRENT FILING DATE: 2000-10-17 
; NUMBER OF SEQ ID NOS : 100 
; SEQ ID NO 100 

LENGTH: 20 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Antisense Oligonucleotide 
US-09-690-364-100 

Query Match 70.5%; Score 14.8; DB 3; Length 20; 

Best Local Similarity 61.1%; Pred. No. 1.4e+03; 

Matches 11; Conservative 5; Mismatches 2; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACUG 20 

I : I I : I I I : I I : II : I 
Db 19 CTGAGTGCCTCCTCAGTG 2 



RESULT 26 

US-09-396-196G-40930 

; Sequence 40930, Application US/09396196G 

; Patent No. 6821724 

; GENERAL INFORMATION: 

; APPLICANT: Michael Mittmann 
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; APPLICANT: David Mack 

; APPLICANT: David Lockhart 

; APPLICANT: Affymetrix, Inc. 

; TITLE OF INVENTION: Methods of Genetic Analysis 
; FILE REFERENCE: 3101.1 

; CURRENT APPLICATION NUMBER: US/09/3 96, 1 96G 

; CURRENT FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: 60/100,678 

; PRIOR FILING DATE: 1998-09-17 

; NUMBER OF SEQ ID NOS : 127806 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 40930 

LENGTH: 25 

TYPE: DNA 
; ORGANISM: Mus mus cuius 
US-09-396-196G-40930 

Query Match 70.5%; Score 14.8; DB 3; Length 25; 

Best Local Similarity 66.7%; Pred. No. 1.4e+03; 

Matches 12; Conservative 4; Mismatches 2; Indels 0; Gaps 0; 



Qy 3 CUGCGUGCCUCCUCACUG 20 

I : I I : I I I I I : I I I : I 
Db 4 CTGTGTGCCACCTCACTG 21 



RESULT 27 
US-09-540-699-5 

; Sequence 5, Application US/09540699 

; Patent No. 6383752 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

; APPLICANT: Kandimalla, Ekambar R. 

; TITLE OF INVENTION: Pseudo-Cyclic Oligonucleobases 
; FILE REFERENCE: 99,128-B 

; CURRENT APPLICATION NUMBER: US/09/540,699 

; CURRENT FILING DATE: 2000-03-31 

; PRIOR APPLICATION NUMBER: US 60/127,138 

; PRIOR FILING DATE: 1999-03-31 

; PRIOR APPLICATION NUMBER: US 60/174,642 

; PRIOR FILING DATE: 2000-01-05 

; NUMBER OF SEQ ID NOS: 26 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 5 

LENGTH: 23 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence Oligonucleotide 
OTHER INFORMATION: that is complementary to the mRNA of regulatory 
.OTHER INFORMATION: subunit of protein kinase A 
NAME/KEY: misc_feature 
LOCATION: (18).. (23) 

OTHER INFORMATION: /note= "These bases are listed 3'->5 , left to 
OTHER INFORMATION: right." 
NAME/KEY: misc_feature 
LOCATION: (17).. (18) 

OTHER INFORMATION: /note= "3* -3' internucleotide linkage" 
US-09-540-699-5 

Query Match 68.6%; Score 14.4; DB 3; Length 23; 
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A 1 



Best Local Similarity 75.0%; Pred. No. 2.2e+03; 

Matches 12; Conservative 3; Mismatches ■ 1; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUG 20 

I I I : I I I : I I : I I I I 
Db 1 GCGTGCCTCCTCACGG 16 



RESULT 28 

US-09-396-196G-110880 

; Sequence 110880, Application US/09396196G 

; Patent No. 6821724 

; GENERAL INFORMATION: 

; APPLICANT: Michael Mittmann 

; APPLICANT: David Mack 

; APPLICANT: David Lockhart 

; APPLICANT: Af f ymetrix, Inc. 

; TITLE OF INVENTION: Methods of Genetic Analysis 
; FILE REFERENCE: 3101.1 

; CURRENT APPLICATION NUMBER: US/09/396, 1 96G 

; CURRENT FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: 60/100,678 

; PRIOR FILING DATE: 1998-09-17 

; NUMBER OF SEQ ID NOS : 127806 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 110880 

LENGTH: 25 

TYPE: DNA 
; ORGANISM: mus mus cuius 
US-09-396-196G-110880 

Query Match 68.6%; Score 14.4; DB 3; Length 25; 

Best Local Similarity 68.8%; Pred. No. 2.2e+03; 

Matches 11; Conservative 4; Mismatches 1; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCAC 18 

I : I I I : I I I : I : I I I 
Db 8 CTGCGTGCCTCTTCAC 23 



RESULT 29 

US-09-396-196G-110881 

; Sequence 110881, Application US/09396196G 

; Patent No. 6821724 

; GENERAL INFORMATION: 

; APPLICANT: Michael Mittmann 

; APPLICANT : David Mack 

; APPLICANT: David Lockhart 

; APPLICANT: Affymetrix, Inc. 

; TITLE OF INVENTION: Methods of Genetic Analysis 
;. FILE REFERENCE: 3101.1 

; CURRENT APPLICATION NUMBER: US/09/3 96, 1 96G 

; CURRENT FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: 60/100,678 

; PRIOR FILING DATE: 1998-09-17 

; NUMBER OF SEQ ID NOS: 127806 

; SOFTWARE: FastSEQ for Windows Version 4.0 

; SEQ ID NO 110881 

LENGTH: 25 

TYPE: DNA 

ORGANISM: mus musculus 
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US-09-396-196G-110881 



Query Match 68.6%; Score 14.4; DB 3; Length 25; 

Best Local Similarity 68.8%; Preci. No. 2.2e+03; 

Matches 11; Conservative 4; Mismatches 1; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCAC 18 

i : I I I : I I I : I : I I I 
Db 5 CTGCGTGCCTCTTCAC 20 



RESULT 30 
US-08-532-979-2 

; Sequence 2, Application US/08532979 

; Patent No. 5969117 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC 
TITLE OF INVENTION: OLIGONUCLEOTIDES AND METHODS OF THEIR USE 
NUMBER OF SEQUENCES: 8 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Lappin & Kusmer 

STREET: 200 State Street 

CITY: Boston 

STATE: MA 

COUNTRY: USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 
; SOFTWARE: Patentln Release #1.0, Version #1.30 

CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/532,979 

FILING DATE: 

CLASSIFICATION: 536 
ATTORNEY/AGENT INFORMATION: 
; NAME: Kerner, Ann- Louise 

REGISTRATION NUMBER: 33,523 

REFERENCE/ DOCKET NUMBER: HYZ-050 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 617-330-1300 

TELEFAX: 617-330-1311 
; INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 base pairs 

TYPE: nucleic acid 

STRANDEDNESS: single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
HYPOTHETICAL: NO 
ANT I -SENSE: YES 
US-08-532-979-2 

Query Match 65.7%; Score 13.8; DB 2; Length 18; 

Best Local Similarity 70.6%; Pred. No. 4e+03; 

Matches 12; Conservative 3; Mismatches 2; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I II : I I : I I : I I 
Db 1 GCGCGCCTCCTCGCTGG 17 
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RESULT 31 
US-08-532-979-5 

; Sequence 5, Application US/08532979 

; Patent No. 5969117 

; GENERAL INFORMATION: 

; APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC 
TITLE OF INVENTION: OLIGONUCLEOTIDES AND METHODS OF THEIR USE 
NUMBER OF SEQUENCES: 8 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Lappin & Kusmer 
STREET: 2 00 State Street 
CITY: Boston 
STATE : MA 
COUNTRY : USA 
ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS-DOS 
SOFTWARE : Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/532,979 
FILING DATE: 
CLASSIFICATION: 536 
ATTORNEY /AGENT INFORMATION: 
; NAME: Kerner, Ann- Louise 

REGISTRATION NUMBER: 33,523 
REFERENCE/DOCKET NUMBER: HYZ-050 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 617-330-1300 
TELEFAX: 617-330-1311 
; INFORMATION FOR SEQ ID NO: 5: 

SEQUENCE CHARACTERISTICS: 
; LENGTH: 18 base pairs 

; TYPE: nucleic acid 

STRANDEDNESS : single 
; TOPOLOGY: linear 

MOLECULE TYPE: DNA/RNA 
HYPOTHETICAL: NO 
ANTI-SENSE: ■' YES 
US-08-532-979-5 

Query Match 65.7%; Score 13.8; DB 2; Length 18; 

Best Local Similarity 76.5%; Pred. No'. 4e+03; 

Matches 13; Conservative 2; Mismatches 2; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I : I I : I I I I I 
Db 1 GCGCGCCTCCTCGCUGG 17 



RESULT 32 
US-08-532-979-7 

; Sequence 7, Application US/08532979 
; Patent No. 5969117 
; GENERAL INFORMATION: 

APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC 
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TITLE OF INVENTION: OLIGONUCLEOTIDES AND METHODS OF THEIR USE 
NUMBER OF SEQUENCES: 8 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Lappin & Kusmer 

STREET: 200 State Street 

CITY: Boston 

STATE: MA 

COUNTRY : USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS /MS-DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/532,979 

FILING DATE: 

CLASSIFICATION: 536 
ATTORNEY /AGENT INFORMATION: 
; NAME: Kerner, Ann-Louise 

REGISTRATION NUMBER: 33,523 

REFERENCE/DOCKET NUMBER: HYZ-050 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 617-330-1300 

TELEFAX: 617-330-1311 
; INFORMATION FOR SEQ ID NO: 7: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 18 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA/RNA 
HYPOTHETICAL: NO 
ANTI-SENSE: YES 
US-08-532-979-7 

Query Match 65.7%; Score 13.8; DB 2; Length 18; 

Best Local Similarity 82.4%; Pred. No. 4e+03; 

Matches 14; Conservative 1; Mismatches 2; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

III I I I I I I I I I : I I 
Db 1 GCGCGCCUCCUCGCTGG 17 



RESULT 33 
US-09-896-594-4/C 

; Sequence 4, Application US/09896594 

; Patent No. 6803225 

; GENERAL INFORMATION: 

; APPLICANT: Contreras, Roland 

; APPLICANT: Callewaert, Nico L. M. 

; APPLICANT: Geysens, Steven C. J. 

; TITLE OF INVENTION: PROTEIN GLYCOSYLATION MODIFICATION IN PICHIA PASTORIS 
; FILE REFERENCE: 13748 

; CURRENT APPLICATION NUMBER: US/09/896,594 
; CURRENT FILING DATE: 2001-06-29 
; NUMBER OF SEQ ID NOS : 29 
; SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 4 
LENGTH: 23 
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TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence : primer 
US-09-896-594-4 

Query Match 64.8%; Score 13.6/ DB 3; Length 23; 

Best Local Similarity 60.0%; Pred. No. 4.9e+03; 

Matches 12; Conservative 4; Mismatches 4; Indels 0; Gaps 0; 

Qy 2 .GCUGCGUGCCUCCUCACUGG 21 

II II : I I : I I : I I : I I 
Db 20 GCGGCATGCGTCCTCAATGG 1 



RESULT 34 
US-09-8?6-594-8/c 

; Sequence 8, Application US/09896594 

; Patent No. 6803225 

; GENERAL INFORMATION: 

; APPLICANT: Contreras, Roland 

; APPLICANT: Callewaert, Nico L. M. 

; APPLICANT: Geysens, Steven C. J. 

; TITLE OF INVENTION: PROTEIN GLYCOSYLATION MODIFICATION IN PICHIA PASTORIS 
; FILE REFERENCE: 13748 

; CURRENT APPLICATION NUMBER: US/09/896,594 
; CURRENT FILING DATE: 2001-06-29 
; NUMBER OF SEQ ID NOS : 29 
; SOFTWARE: Patentln Ver. 2.1 
; SEQ ID NO 8 

LENGTH: 23 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

; OTHER INFORMATION: Description of Artificial Sequence : primer 
US-09-896-594-8 

Query Match 64.8%; Score 13.6; DB 3; Length 23; 

Best Local Similarity 60.0%; Pred. No. 4.9e+03; 

Matches 12; Conservative 4; Mismatches 4; Indels 0; Gaps 0; 

Qy 2 GCUGCGUGCCUCCUCACUGG 21 

I I I I : I I : I I : I I : I I 
Db 20 GCGGCATGCGTCCTCAATGG 1 



RESULT 35 

US-09-396-196G-40807/C 

; Sequence 40807, Application US/09396196G 

; Patent No. 6821724 

; GENERAL INFORMATION: 

; APPLICANT: Michael Mittmann 

APPLICANT: David Mack 
; APPLICANT: David* Lockhart 
; APPLICANT: Af f ymetrix,, Inc . 

; TITLE OF INVENTION: Methods of Genetic Analysis 
; FILE REFERENCE: 3101.1 

; CURRENT APPLICATION NUMBER: US/09/3 96, 1 96G 

; CURRENT FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: 60/100,678 

; PRIOR FILING DATE: 1998-09-17 
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NUMBER OF SEQ ID NOS : 127806 
SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 40807 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Mus musculus 
US-09-396-196G-40807 



Query Match 63.8%; Score 13.4; DB 3; Length 25; 

Best Local Similarity 66.7%; Pred. No. 6.1e+03; 

Matches 10; Conservative 4; Mismatches 1; Indels 0; 



Gaps 



0; 



Qy 

Db 



5 GCGUGCCUCCUCACU 19 
I I I : I I I : I : I I I : 
25 GCGTGCCTGCTCACT 11 



RESULT 36 

US-09-396-196G-15028/C 

; Sequence 15028, Application US/09396196G 

; Patent No. 6821724 

; GENERAL INFORMATION: 

; APPLICANT: Michael Mittmann 

; APPLICANT: David Mack 

; APPLICANT: David Lockhart 

; APPLICANT: Af f ymetrix, Inc. 

; TITLE OF INVENTION : Methods of Genetic Analysis 
; FILE REFERENCE: 3101.1 

; CURRENT APPLICATION NUMBER: US/09/396, 196G 

; CURRENT FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: 60/100,678 

; PRIOR FILING DATE: 1998-09-17 

; NUMBER OF SEQ ID NOS: 127806 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 15028 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Mus musculus 
US-09-396-196G-15028 

■ Query Match 62.9%; Score 13.2; DB 3; Length 25; 

Best Local Similarity 55.6%; Pred. No. 7.5e+03; 

Matches 10; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUGG 21 

: I I : I I : I I : I I : I I 
Db 22 TGTGTTCCTCCTCAGTGG 5 



RESULT 37 
US-09-302-357-51 

; Sequence 51, Application US/09302357 

;. Patent No. 6570070 

; GENERAL INFORMATION: 

; APPLICANT: NAKAJIMA, Hiroki 

; APPLICANT: NAGASAWA, Akitsu 

; TITLE OF INVENTION: METHOD FOR GIVING RESISTANCE TO WEED CONTROL COMPOUNDS 
; TITLE OF INVENTION: TO PLANTS 
; FILE REFERENCE: 20-4555P 

; CURRENT APPLICATION NUMBER: US/09/302,357 
; CURRENT FILING DATE: 1999-04-30 
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; NUMBER OF SEQ ID NOS : 65 
; SOFTWARE: Patentln Ver . 2.0 
; SEQ ID NO 51 

LENGTH: 30 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Synthetic 
OTHER INFORMATION: Oligonucleotide to synthesize the gene encoding 
OTHER INFORMATION: the peptide MG(RASSL)8 
US-09-302-357-51 

Query Match 62.9%; Score 13.2; DB 3; Length 30; 

Best Local Similarity 55.6%; Pred. No. 7.5e+03; 

Matches 10; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACUG 20 

I : I I I : I I : I : I I : I 
Db 1 CTGCGTGCTTCTTCCCTG 18 



RESULT 38 
US-09-697-719-51 

; Sequence 51, Application US/09697719 

; Patent No. 6906245 

; GENERAL INFORMATION: 

; APPLICANT: NAKAJIMA, Hiroki 

; APPLICANT: NAGASAWA, Akitsu 

; TITLE OF INVENTION: Method for giving resistance to weed control compounds to plant 
; FILE REFERENCE: 0020-4764P 

; CURRENT APPLICATION NUMBER: US/09/697 , 719 

; CURRENT FILING DATE: 2000-10-27 

; PRIOR APPLICATION NUMBER: JP 10/120553 

; PRIOR FILING DATE: 1998-04-30 

; .PRIOR APPLICATION NUMBER: JP 10/281127 

; PRIOR FILING DATE: 1998-10-02 

; PRIOR APPLICATION NUMBER: JP 10/330981 

; PRIOR FILING DATE: 1998-11-20 

; PRIOR APPLICATION NUMBER: JP 11/054730 

; PRIOR FILING DATE: 199 9-03-02 

; NUMBER OF SEQ ID NOS: 78 

; SEQ ID NO 51 

LENGTH: 30 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

; OTHER INFORMATION :' Designed oligonucleotide to synthesize the gene encoding the pe 
US-09-697-719-51 

Query Match 62.9%; Score 13.2; DB 3; Length 30; 

Best Local Similarity 55.6%; Pred. No. 7.5e+03; 

Matches 10; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACUG 20 

I : I I I : I I : I : I I : I 
Db 1 CTGCGTGCTTCTTCCCTG 18 



RESULT 39 
US-10-196-000-5/C 

; Sequence 5, Application US/10196000 
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Patent No. 6846674 
GENERAL INFORMATION: 
APPLICANT: Deutsches Krebsf orschungszentrum 
APPLICANT: Angel, Peter 
APPLICANT: Fusenig, No. 684 6674bert 
APPLICANT: Kolbus, Andrea 
APPLICANT: Schorpp-Kistner , Marina 
APPLICANT: Szabowski, Axel 
APPLICANT: Maas-Szabowski, Nicole 
APPLICANT: Andrecht, Sven 

TITLE OF INVENTION: GENETICALLY MODIFIED FIBROBLAST CELLS 
FILE REFERENCE: 1617.022US1 
CURRENT APPLICATION NUMBER: US/10/196,000 
CURRENT FILING DATE: 2002-07-15 
PRIOR APPLICATION NUMBER: PCT/DE01/00131 
PRIOR FILING DATE: 2001-01-12 
PRIOR APPLICATION NUMBER: DE 100 11 926.3 
PRIOR FILING DATE: 2000-01-14 
NUMBER OF SEQ ID NOS : 6 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 5 
LENGTH: 24 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: A primer 
US-10-196-000-5 



Query Match 61.9%; 
Best Local Similarity 76.9%; 
Matches 10; Conservative 



Score 13; DB 3; Length 24; 
Pred. No. 9.2e+03; 
3; Mismatches 0; Indels 



0 ; Gaps 



0; 



Qy 

Db 



24 



GCUGCGUGCCUCC 14 
I I : I I I : I I I : I I 
GCTGCGTGCCTCC 12 



RESULT 40 

US-09-396-196G-36692/C 

; Sequence 36692, Application US/09396196G 

; Patent No. 6821724 

; GENERAL INFORMATION: 

; APPLICANT: Michael Mittmann 

; APPLICANT: David Mack 

; APPLICANT: David Lockhart 

; APPLICANT: Affymetrix, Inc. 

; TITLE OF INVENTION: Methods of Genetic Analysis 
; FILE REFERENCE: 3101.1 

; CURRENT APPLICATION NUMBER: US/09/396, 196G 

; CURRENT FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: 60/100,678 

; PRIOR FILING DATE: 1998-09-17 

; NUMBER OF SEQ ID NOS: 127806 

; SOFTWARE: FastSEQ for Windows Version 4.0 

; SEQ ID NO 36692 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Mus musculus 
US-09-396-196G-36692 

Query Match 61.9%; Score 13; DB 3; Length 25; 
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Best Local Similarity 57.1%; Pred. No. 9.2e+03; 

Matches 12; Conservative 4; Mismatches 5; Indels 0; Gaps 0; 



Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I : I I I I : I I : I I : I 
Db 24 GGCTGCTGGTCTCCTCAGTAG 4 



Search completed: November 20, 2006, 06:03:17 
Job time : 111 sees 



SCORE 1.3 BuildPate: 12/06/2005 
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Matches 21; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I II I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUCACUGG 21 



RESULT 4 

US-1Q-728-491-22 

Sequence 22, Application US/10728491 
Publication No. US20040142896A1 
GENERAL INFORMATION: 
APPLICANT: Wang, Jui, H 

TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
FILE REFERENCE: 11520.0338 

CURRENT APPLICATION NUMBER: US/10/728,4 91 
CURRENT FILING DATE: 2003-12-05 
PRIOR APPLICATION NUMBER: US 60/431,694 
PRIOR FILING DATE: 2002-12-05 
NUMBER OF SEQ ID NOS : 27 
SEQ ID NO 22 
LENGTH: 2 3 
TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE : 

OTHER INFORMATION: Antisense oligoribunucleotide 22-mer 
US-10-728-491-22 

Query Match 100.0%; Score 21; DB 8; Length 23; 

Best Local Similarity 100.0%; Pred. No. 6.3; 

Matches 21; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I II I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUCACUGG 21 



RESULT 5 

US-10-291-058A-8/C 

Sequence 8, Application US/10291058A 
Publication No. US20030220486A1 
GENERAL INFORMATION: 
APPLICANT: Zhou, Wen-Qiang 
APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 
TITLE OF INVENTION: to Obtain Reduced Phosphor othioate Content 
FILE REFERENCE: 47508-752 

CURRENT APPLICATION NUMBER: US/10/291, 058A 
CURRENT FILING DATE: 2002-11-08 
PRIOR APPLICATION NUMBER: US 09/283,431 
PRIOR FILING DATE: 1999-04-01 
NUMBER OF SEQ ID NOS: 8 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 8 
LENGTH: 30 
TYPE: RNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: RNA phosphodiester 
US-10-291-058A-8 
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Query Match 100.0%; Score 21; DB 7; Length 30; 

Best Local Similarity 76.2%; Pred. No. 6; 

Matches 16; Conservative 5; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

lll:|||:|||:||:|||:|| 
Db 28 GGCTGCGTGCCTCCTCACTGG 8 



RESULT 6 

US-10-728-491-21 

; Sequence 21, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 21 

LENGTH: 20 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE : 

; OTHER INFORMATION: Antisense oligoribunucleotide 20-mer 
US-10-728-491-21 

Query Match 95.2%; Score 20; DB 8; Length 20; 

Best Local Similarity 100.0%; Pred. No. 19; 

Matches 20; Conservative 0; Mismatches 0; Indels 0; Gaps^ 0; 

Qy 1 GGCUGCGUGCCUCCUCACUG 20 

I I I I I I I I I I I I I I I 1 I I I I 
Db 1 GGCUGCGUGCCUCCUCACUG 20 



RESULT 7 

US-10-728-491-10 

; Sequence 10, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 10 

LENGTH: 21 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE : 

OTHER INFORMATION: One-base mismatch at position 21 with poly-DNP-RNA-21 
US-10-728-491-10 

Query Match 95.2%; Score 20; DB 8; Length 21; 
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Best Local Similarity 100.0%; Pred. No. 19; 

Matches 20; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 GGCUGCGUGCCUCCUCACUG 20 

I I I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUCACUG 20 



RESULT 8 

US-10-728-491-11 

; Sequence 11, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 11 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: One-base mismatch at position 20 with poly-DNP-RNA-21 
US-10-728-491-11 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUCACUCG 21 



RESULT 9 

US-10-728-491-12 

; Sequence 12, Application US/10728491 
; Publication No. US20040142896A1 t 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION : High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 12 

LENGTH: 21 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE: 

OTHER INFORMATION: One-base mismatch at position 19 of poly-DNP-RNA-21 
US-10-728-491-12 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 
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Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I I II 
Db 1 GGCUGCGUGCCUCCUCACAGG 21 



RESULT 10 
US-10-728-491-13 

; Sequence 13, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 13 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: One-base mismatch at position 18 of poly-DNP-RNA-21 
US-10-728-491-13 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I II III 
Db 1 GGCUGCGUGCCUCCUCAGUGG 21 



RESULT 11 
US-10-728-491-14 

; Sequence 14, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 14 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: One-base mismatch at position 17 of poly-DNP-RNA-21 
US-10-728-491-14 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 
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Qy 

Db 



1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I I I I 
1 GGCUGCGUGCCUCCUCUCUGG 21 



RESULT 12 
US-10-728-491-15 

; Sequence 15, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,491 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 15 

LENGTH:. 21 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE : 

OTHER INFORMATION: One-base mismatch at position 16 of poly- DNP- RNA- 21 
US-10-728-491-15 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUGACUGG 21 



RESULT 13 
US-10-728-491-16 

; Sequence 16, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 16 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: One-base mismatch at position 15 of poly-DNP-RNA-21 
US-10-728-491-16 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 
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Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCACACUGG 21 



RESULT 14 
US-10-728-491-17 

; Sequence 17, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 17 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE : 

OTHER INFORMATION: One-base mismatch at position 14 of poly-DNP-RNA-21 
US-10-728-491-17 

Query Match 92.4%; Score 19.4/ DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I II I I I I I I I I 
Db 1 GGCUGCGUGCCUCAUCACUGG 21 



RESULT 15 
US-10-728-491-18 

; Sequence 18) Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 18 

LENGTH: 21 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE: 

; . OTHER INFORMATION: One-base mismatch at position 11 of poly-DNP-RNA-21 
US-10-728-491-18 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; . Gaps 0; 
Qy 1 GGCUGCGUGCCUCCUCACUGG 21 
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Db 1 GGCUGCGUGCAUCCUCACUGG 21 



RESULT 16 
US-10-728-491-19 

; Sequence 19, Application US/10728491 

; Publication No. US200401428 96A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER : US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 19 

LENGTH: 21 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: One-base mismatch at position 2 of poly-DNP-RNA-21 
US-10-728-491-19 

Query Match 92.4%; Score 19.4; DB 8; Length 21; 

Best Local Similarity 95.2%; Pred. No. 36; 

Matches 20; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I II I 1 I I I I I I I I 
Db 1 GCCUGCGUGCCUCCUCACUGG 21 



RESULT 17 
US-10-728-491-8/C 

; Sequence 8, Application US/10728491 
; Publication No. US2 00401428 96A1 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H - 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 8 

LENGTH: 21 

TYPE: DNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: Sense strand 
US-10-728-491-8 

Query Match 90.5%; Score 19; DB 8; Length 21; 

Best Local Similarity 73.7%; Pred. No. 56; 

Matches 14; Conservative 5; Mismatches 0; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACUGG 21 

I : I I I : I I I : I I : I I I : I I 
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Db 



21 CTGCGTGCCTCCTCACTGG 3 



RESULT 18 
US-10-728-491-20 

; Sequence 20, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 20 

LENGTH: 18 

TYPE: RNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: Antisense oligoribunucleotide 18-mer 
US-10-728-491-20 

Query Match 85.7%; Score 18; DB 8; Length 18; 

Best Local Similarity 100.0%; Pred. No. 1.7e+02; 

Matches 18; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCAC 18 

I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUCAC 18 



RESULT 19 
US-09-835-371-39 

; Sequence 39, Application US/09835371 

; Publication No. US20020187473A1 

; GENERAL INFORMATION: 

; APPLICANT: UHLMANN, Eugen 

; APPLICANT: BREIPOHL, Gerhard 

; APPLICANT: WILL, David W 

; TITLE OF INVENTION: POLYAMIDE NUCLEIC ACID DERIVATIVES, AND AGENTS AND 
; TITLE OF INVENTION: PROCESSES FOR PREPARING THEM 

FILE REFERENCE: 02481.1743 SEQUENCE LISTING 
; CURRENT APPLICATION NUMBER: US/09/835,371 
; CURRENT FILING DATE: 2001-04-17 
; NUMBER OF SEQ ID NOS: 53 
; SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 39 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence: base sequence 

OTHER INFORMATION: of PNA targeting CMV 
US-09-835-371-39 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; ■ 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 
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1 1 



Qy 5 GCGUGCCUCCUCACUGG 21 

ll|:|||:||:|||:M 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 20 
US-09-835-370-39 

; Sequence 39, Application US/09835370 

; Publication No. US20030022172A1 

; GENERAL INFORMATION: . 

; APPLICANT: UHLMANN, EUGEN 

; APPLICANT: BREIPOHL, GERHARD 

; APPLICANT: WILL, DAVID W 

; TITLE OF INVENTION: POLYAMIDE NUCLEIC ACID DERIVATIVES AND AGENTS AND 

; TITLE OF INVENTION: PROCESSES FOR PREPARING THEM 

; FILE REFERENCE: 02481.1742 SEQUENCE LISTING 

; CURRENT APPLICATION NUMBER: US/09/835, 370 

; CURRENT FILING DATE: 2001-04-17 

; NUMBER OF SEQ ID NOS : 64 

; SOFTWARE: Patentln Ver . 2.1 

; SEQ ID NO 39 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence: nucleotide 
; OTHER INFORMATION: base sequence of PNA derivatives that bind to 

OTHER INFORMATION: viral and cellular targets 
US-09-835-370-39 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I t : I I I : I I : I I ! : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 21 ■ 
US-09-412-947-1 

; Sequence 1, Application US/09412947 
; Publication No. US20030105035A1 
; GENERAL INFORMATION: 
; APPLICANT: AGRAWAL, Sudhir 

; TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 

; TITLE OF INVENTION: METHODS OF THEIR USE 

; FILE REFERENCE: HYZ-050CP2 

; CURRENT APPLICATION NUMBER: US/09/412,947 

; CURRENT FILING DATE: 1999-10-05 

; PRIOR APPLICATION NUMBER: US 60/103,098 

; PRIOR FILING DATE: 1998-10-05 

; NUMBER OF SEQ ID NOS: 8 

; SOFTWARE: Patentln Ver . 2.0 

; SEQ ID NO 1 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
•FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence : control 
; OTHER INFORMATION: synthetic oligonucleotide 
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US-09-412-947-1 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 7 6.5%; Pred. No. 5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : II : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 22 
US-09-412-947-4 

; Sequence 4, Application US/09412947 
; Publication No. US20030105035A1 
; GENERAL INFORMATION: 
; APPLICANT: AGRAWAL, Sudhir 

; TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 

; TITLE OF INVENTION: METHODS OF THEIR USE 

; FILE REFERENCE: HYZ-050CP2 

; CURRENT APPLICATION NUMBER: US/09/412,947 

; CURRENT FILING DATE: 1999-10-05 

; PRIOR APPLICATION NUMBER: US 60/103,098 

; PRIOR FILING DATE: 1998-10-05 

; NUMBER OF SEQ ID NOS : 8 

; SOFTWARE: Patentln Ver. 2.0 

; SEQ ID NO 4 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence • 
FEATURE : 

OTHER INFORMATION: Description of Combined DNA/RNA Molecule : single 
OTHER INFORMATION: stranded nucleic acid 

OTHER INFORMATION: Description of Artificial Sequence : hybrid 
OTHER INFORMATION: synthetic oligonucleotide 
US-09-412-947-4 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 23 
US-09-412-947-6 

; Sequence 6, Application US/09412947 

; Publication No. US20030105035A1 

; GENERAL INFORMATION: 
; APPLICANT : AGRAWAL, Sudhir 

; TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 

; TITLE OF INVENTION: METHODS OF THEIR USE 

; FILE REFERENCE: HYZ-050CP2 

; CURRENT APPLICATION NUMBER: US/09/412,947 

; CURRENT FILING DATE: 1999-10-05 

; PRIOR APPLICATION NUMBER: US 60/103,098 

; PRIOR FILING DATE: 1998-10-05 

; NUMBER OF SEQ ID NOS: 8 

; SOFTWARE: Patentln Ver. 2.0 
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; SEQ ID NO 6 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

OTHER INFORMATION: Description of Combined DNA/RNA Molecule : single 
; OTHER INFORMATION: stranded nucleic acid 

OTHER INFORMATION: Description of Artificial Sequence : inverted hybrid 

OTHER INFORMATION: synthetic oligonucleotide 
US-09-412-947-6 

Query Match 81.0%; Score 17; DB 3; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I I I I I I I I : I I 
Db 1 GCGTGCCUCCUCACTGG 17 



RESULT 24 
US-10-262-318-12 

; Sequence 12, Application US/102 62318 

; Publication No. US20030144198A1 

; GENERAL INFORMATION: 

; APPLICANT: Copharos 

; APPLICANT: Collins, Douglas A. 

; TITLE OF INVENTION: CODMINISTRATION OF TRANSPORT PROTEINS WITH CONJUGATED COBALAMIN 
; TITLE OF INVENTION: DELIVER AGENTS 
; FILE REFERENCE: COP1012 

; CURRENT APPLICATION NUMBER: US/10/262,318 
; CURRENT FILING DATE: 2002-09-30 
; NUMBER OF SEQ ID NOS : 14 

SOFTWARE: Patentln version 3.1 
; SEQ ID NO 12 

LENGTH: 18 

TYPE: DNA 

ORGANISM: ARTIFICIAL SEQUENCE 
FEATURE : 

OTHER INFORMATION: Oligonucleotide— GEN-231 (hybridon) 
FEATURE : 

NAME/KEY: modif ied_base 
LOCATION: (1) . . (4) 

OTHER INFORMATION: 2 1 OMe sugar modifications 
FEATURE : 

NAME/KEY: modif ied_base 
LOCATION: (15).. (18) 

OTHER INFORMATION: 2»OMe sugar modifications 
US-10-262-318-12 

Query Match 81.0%; Score 17; DB 7; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I II : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 25 
US-10-291-058A-2 
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A 1 



; Sequence 2, Application US/10291058A 

; Publication No. US20030220486A1 

; GENERAL INFORMATION: 

; APPLICANT: Zhou, Wen-Qiang 

; APPLICANT: Agrawal, Sudhir 

/ TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 

TITLE OF INVENTION: to Obtain Reduced Phosphorothioate Content 
; FILE REFERENCE: 47508-752 

; CURRENT APPLICATION NUMBER: US/10/2 91, 058A 

; CURRENT FILING DATE:. 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 1999-04-01 

; NUMBER OF SEQ ID NOS : 8 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 2 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Oligo No. US2003022048 6A1 1 
FEATURE : 

; NAME/KEY: misc_binding 1 
LOCATION: (1) ... (18) 

OTHER INFORMATION: nucleotides 1-18 are each connected by 
; OTHER INFORMATION: phosphorothioate linkage 
US-10-291-058A-2 

Query Match 81.0%; Score 17/ DB 7; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 26 
US-10-291-058A-3 

; Sequence 3, Application US/10291058A 

; Publication No. US20030220486A1 

; GENERAL INFORMATION: 

; APPLICANT: Zhou, Wen-Qiang 

; APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 
; TITLE OF INVENTION: to Obtain Reduced Phosphorothioate Content 
; FILE REFERENCE: 47508-752 

; CURRENT APPLICATION NUMBER: US/10/2 91, 058A 

; CURRENT FILING DATE: 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 1999-04-01 

; NUMBER OF SEQ ID NOS: 8 . 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 3 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Oligo No. US20030220486A1 2 
FEATURE : 

NAME/KEY: misc_binding 
LOCATION: (1)...(18) 
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OTHER INFORMATION: nucleotides 1-18 are each connected by 
OTHER INFORMATION: phosphorothioate linkage 
US-10-291-058A-3 

Query Match 81.0%; Score 17; DB 7; Length 18; . 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 27 
US-10-291-058A-4 

; Sequence 4, Application US/102 91058A 

; Publication No. US20030220486A1 

; GENERAL INFORMATION: 

; APPLICANT: Zhou, Wen-Qiang 

; APPLICANT: Agrawal, Sudhir 

; TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 

TITLE OF INVENTION: to Obtain Reduced Phosphorothioate Content 
; FILE REFERENCE: 47508-752 

; CURRENT APPLICATION NUMBER: US/10/291, 058A 

; CURRENT FILING DATE: 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 1999-04-01 

; NUMBER OF SEQ ID NOS : 8 

; SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 4 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Oligo No. US20030220486A1 3 
FEATURE : 

NAME/KEY: misc_binding 

LOCATION: (1) ... (18) 
;. OTHER INFORMATION: nucleotides 1-18 are each connected by 

OTHER INFORMATION: phosphorothioate linkage 
US-10-291-058A-4 

Query Match 81.0%; Score 17; DB 7; Length 18; 

Best Local Similarity 100.0%; Pred. No. 5e+02; 

Matches 17; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I 
Db 1 GCGUGCCUCCUCACUGG 17 



RESULT 28 
US-10-291-058A-5 

; Sequence 5, Application US/10291058A 

; Publication No. US20030220486A1 

; GENERAL INFORMATION: 

; APPLICANT: Zhou, Wen-Qiang 

; APPLICANT: Agrawal, Sudhir 

; TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 
; TITLE OF INVENTION: to Obtain Reduced Phosphorothioate Content 
; FILE REFERENCE: 47508-752 
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; CURRENT APPLICATION NUMBER: US/10/2 91 , 058A 

; CURRENT FILING DATE: 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 1999-04-01 

; NUMBER OF SEQ ID NOS : 8 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 5 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Oligo No. US20030220486A1 4 
FEATURE : 
; NAME/KEY: misc_binding 
LOCATION: (1) . . . (18) 

OTHER INFORMATION: nucleotides 1-18 are each connected by 
OTHER INFORMATION: phosphodiester linkage 
US-10-291-058A-5 

Query Match 81.0%; Score 17; DB 7; Length 18; 

Best Local Similarity 100.0%; Pred. No. 5e+02; 

Matches 17; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I II I I I I I I I I I I I I I I 
Db 1 GCGUGCCUCCUCACUGG 17 



RESULT 29 
US-10-291-058A-6 

; Sequence 6, Application US/10291058A. 

; Publication No. US20030220486A1 

; GENERAL INFORMATION: 

; APPLICANT: Zhou, Wen-Qiang 

; APPLICANT: Agrawal, Sudhir 

TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 
TITLE OF INVENTION: to Obtain Reduced Phosphor othioate Content 

; FILE REFERENCE: 47508-752 

; CURRENT APPLICATION NUMBER: US/10/2 91, 058A 

; CURRENT FILING DATE: 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 1999-04-01 

; NUMBER OF SEQ ID NOS: 8 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 6 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Oligo No. US2003022048 6A1 5 
FEATURE : 
; NAME/KEY: misc_binding 
LOCATION: (1) . . . (18) 

OTHER INFORMATION: Nucleotides 1&2, 3&4, 5&6, 7&8, 9&10, 11&12, 
OTHER INFORMATION: 13&14, 15&16, and 17&18 are connected by 
OTHER INFORMATION: phosphorothioate linkage 
FEATURE : 

NAME/KEY: misc_binding 
LOCATION: (1).. .(18) 

OTHER INFORMATION: nucleotides 4&5, 6&7, 8&9, 10&11, 12&13, 14&15 and 
OTHER INFORMATION: 16&17 are connected by phosphodiester linkage 
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US-10-291-058A-6 

Query Match 81.0%; Score 17; DB 7; Length 18; 

Best Local Similarity 100.0%; Pred. No. 5e+02; 

Matches 17; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I 
Db 1 GCGUGCCUCCUCACUGG 17 



RESULT 30 
US-10-291-058A-7 

; Sequence 7, Application US/10291058A 
; Publication No. US20030220486A1 
; GENERAL INFORMATION: 

APPLICANT: Zhou, Wen-Qiang 
; APPLICANT: Agrawal, Sudhir 

; TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 

TITLE OF INVENTION: to Obtain Reduced Phosphorothioate Content 
; FILE REFERENCE: 47 508-752 

; CURRENT APPLICATION NUMBER: US/10/291, 058A 

; CURRENT FILING DATE: 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 199 9-04-01 

; NUMBER OF SEQ ID NOS: 8 

; SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 7 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Oligo No. US20030220486A1 6 
FEATURE : 
; NAME/KEY: misc_binding 
LOCATION: (1)...(18) 

OTHER INFORMATION: nucleotides 1&2, 3&4, 5-14, 15&16, and 17&18 are 
; OTHER INFORMATION: connected by phosphorothioate linkage 

FEATURE: 
; NAME/KEY: misc_binding 

LOCATION: (1)...(18) 

OTHER INFORMATION: nucleotides 2&3, 4&5, 14&15 and 16&17 are 
OTHER INFORMATION: connected by phosphodiester linkage 
US-10-291-058A-7 

Query Match 81.0%; Score 17; DB 7; Length 18; 

Best Local Similarity . 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 

Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 31 
US-10-640-898-20 

; Sequence 20, Application US/10640898 

; Publication No. US20040033980A1 

; GENERAL INFORMATION: . 

; APPLICANT: AGRAWAL, Sudhir 

; APPLICANT: DIASIO, Robert B. 
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; APPLICANT: ZHANG, Ruiwen 

;. TITLE OF INVENTION: A Method of Down-Regulating Gene Expression 

; FILE REFERENCE: HYZ-030CPCN2 ( 47508-734 ) 

; CURRENT APPLICATION NUMBER : US/10/640,898 

; CURRENT FILING DATE: 2003-08-21 

; PRIOR APPLICATION NUMBER: US 08/758,005 

; PRIOR FILING DATE: 1996-11-27 

; PRIOR APPLICATION NUMBER: US 08/709,910 

; PRIOR FILING DATE: 1996-09-09 

; PRIOR APPLICATION NUMBER: US 08/328,520 

; PRIOR FILING DATE: 1994-10-25 

; NUMBER OF SEQ ID NOS : 21 

SOFTWARE: Patentln version 3.0 
; SEQ ID NO 20- 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Antisense 
OTHER INFORMATION: DNA/RNA 
US-10-640-898-20 

Query Match 81.0%; Score 17; DB 8; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 32 
US-10-641-521-1 

; Sequence 1, Application US/10641521 
; Publication No. US20040106570A1 
; GENERAL INFORMATION: 
; APPLICANT: AGRAWAL, SUDHIR 

; TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 

; TITLE OF INVENTION: METHODS OF THEIR USE 

; FILE REFERENCE: HYZ-050CIPDV-47508 . 766 

; CURRENT APPLICATION NUMBER: US/10/641,521 

; CURRENT FILING DATE: 2003-08-15 

; PRIOR APPLICATION NUMBER: 09/022,965 

; PRIOR FILING DATE: 1998-02-12 

; PRIOR APPLICATION NUMBER: 60/040,740 

; PRIOR FILING DATE: 1997-03-12 

; PRIOR APPLICATION NUMBER: 08/532,979 

; PRIOR FILING DATE: 1995-09-22 

; PRIOR APPLICATION NUMBER: 08/516,454 

; PRIOR FILING DATE: 19 95-08-17 

; NUMBER OF SEQ ID NOS: 8 

; SOFTWARE: Patentln Ver . 3.2 

; SEQ ID NO 1 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

OTHER INFORMATION: oligonucleotide 
US-10-641-521-1 
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Query Match 81.0%; Score 17; DB 8; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 33 
US-10-641-521-4 

Sequence 4, Application US/10641521 
Publication No. US20040106570A1 
GENERAL INFORMATION: 
APPLICANT: AGRAWAL, SUDHIR 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 
TITLE OF INVENTION: METHODS OF THEIR USE 
FILE REFERENCE: HYZ-050CIPDV-47508 . 766 
CURRENT APPLICATION NUMBER: US/10/641,521 
CURRENT FILING DATE: 2003-08-15 
PRIOR APPLICATION NUMBER: 09/022,965 
PRIOR FILING DATE: 1998-02-12 
PRIOR APPLICATION NUMBER: 60/040,740 
PRIOR FILING DATE: 1997-03-12 
PRIOR APPLICATION NUMBER: 08/532,979 
PRIOR FILING DATE: 1995-09-22 
PRIOR APPLICATION NUMBER: 08/516,454 
PRIOR FILING DATE: 1995-08-17 
NUMBER OF SEQ ID NOS : 8 
SOFTWARE: Patentln Ver . 3.2 
SEQ ID NO 4 
LENGTH: 18 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Combined DNA/RNA Molecule: 
OTHER INFORMATION: Synthetic oligonucleotide 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Synthetic 
OTHER INFORMATION: oligonucleotide 
US-10-641-521-4 

Query Match 81.0%; Score 17; DB 8; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I II I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



RESULT 34 
US-10-641-521-6 

Sequence 6, Application US/10641521 
Publication No. US20040106570A1 
GENERAL INFORMATION: 
APPLICANT: AGRAWAL , SUDHIR 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 
TITLE OF INVENTION: METHODS OF THEIR USE 
FILE REFERENCE: HYZ-050CIPDV-47508 . 766 
CURRENT APPLICATION NUMBER: US/10/641,521 
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; CURRENT FILING DATE: 2003-08-15 

; PRIOR APPLICATION NUMBER: 09/022,965 

; PRIOR FILING DATE: 1998-02-12 

;. PRIOR APPLICATION NUMBER: 60/040,740 

; PRIOR FILING DATE: 1997-03-12 

; PRIOR APPLICATION NUMBER: 08/532,979 

; PRIOR FILING DATE: 1995-09-22 

; PRIOR APPLICATION NUMBER: 08/516,454 

; PRIOR FILING DATE: 1995-08-17 

; NUMBER OF SEQ ID NOS : 8 

; SOFTWARE: Patentln Ver . 3.2 

; SEQ ID NO 6 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Description of Combined DNA/RNA Molecule: 
OTHER INFORMATION: Synthetic oligonucleotide 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Synthetic 
OTHER INFORMATION: oligonucleotide 
US-10-641-521-6 

Query Match 81.0%; Score 17; DB 8; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I 11:11111 11111:11 
Db 1 GCGTGCCUCCUCACTGG 17 



RESULT 35 
US-10-728-491-2 

; Sequence 2, Application US/10728491 
; Publication No. US20040142896A1 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,491 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 2 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: artificial sequence 

FEATURE: 

OTHER INFORMATION: Mixed backbone (DNA/RNA) oligonucleotide - GEM231 
US-10-728-491-2 

Query Match 81.0%; Score 17; DB 8; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 
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RESULT 36 
US-10-728-491-5 

; Sequence 5, Application US/10728491 
; Publication No. US20040142896A1 
; GENERAL INFORMATION : 
; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 5 

LENGTH: 18 

TYPE: DNA 
; - ORGANISM: artificial sequence 

FEATURE : 

OTHER INFORMATION: Mixed backbone (DNA/ RNA) Oligonucleotide of Srivasta et al., 19 
US-10-728-491-5 

Query Match 81.0%; Score 17; DB 8; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I I I I I I I I : I I 
Db 1 GCGTGCCUCCUCACTGG 17 



RESULT 37 
US-10-863-999-39 

; Sequence 39, Application US/10863999 

; Publication No. US20040265885A1 

; GENERAL INFORMATION: 

; APPLICANT: UHLMANN, EUGEN 

; APPLICANT: BREIPOHL, GERHARD 

; APPLICANT: WILL, DAVID W 

; TITLE OF INVENTION: POLYAMIDE NUCLEIC ACID DERIVATIVES AND AGENTS AND 

; TITLE OF INVENTION: PROCESSES FOR PREPARING THEM 

; FILE REFERENCE: 02481.1742 SEQUENCE LISTING 

; CURRENT APPLICATION NUMBER: US/10/863,999 

; CURRENT FILING DATE: 2004-06-09 

; PRIOR APPLICATION NUMBER: US/09/835,370 

; PRIOR FILING DATE: 2001-04-17 

; NUMBER' OF SEQ ID NOS: 64 

; SOFTWARE: Patentln Ver . 2.1 

; SEQ ID NO 39 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: nucleotide 
OTHER INFORMATION: base sequence of PNA derivatives that bind to 
OTHER INFORMATION: viral and cellular targets 
US-10-863-999-39 

Query Match 81.0%; Score 17; DB 9; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 



.http://es/ScoreAccessW 11/21/06 



1 1 



Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 38 
US-10-858-658-39 

; Sequence 39, Application US/10858658 

; Publication No. US20050009073A1 

; GENERAL INFORMATION: 

; APPLICANT: UHLMANN, Eugen 

; APPLICANT: BREIPOHL, Gerhard 

; APPLICANT: WILL, David W 

; TITLE OF INVENTION: POLYAMIDE NUCLEIC ACID DERIVATIVES, AND AGENTS AND 

; TITLE OF INVENTION: PROCESSES FOR PREPARING THEM 

; FILE REFERENCE: 02481.1743 SEQUENCE LISTING 

; CURRENT APPLICATION NUMBER: US/10/858,658 

; CURRENT FILING DATE: 2004-06-02 

; PRIOR APPLICATION NUMBER: US/09/835,371 

; PRIOR FILING DATE: 2001-04-17 

; NUMBER OF SEQ ID NOS : 53 

; SOFTWARE: Patentln Ver . 2.1 

; SEQ ID NO 39 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence: base sequence 

OTHER INFORMATION: of PNA targeting CMV 
US-10-858-658-39 

Query Match 81.0%; Score 17; DB 9; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; 

Matches 13; Conservative. 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 39 
US-10-854-989-1 

; Sequence 1, Application US/10854989 

; Publication No. US20050054600A1 

; GENERAL INFORMATION: 
; APPLICANT: AGRAWAL, SUDHIR 

TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 
; TITLE OF INVENTION: METHODS OF THEIR USE 
; FILE REFERENCE: HYZ-050CP3 (47508.766) 
; CURRENT APPLICATION NUMBER: US/10/854,989 
; CURRENT FILING DATE: 2004-05-27 
; PRIOR APPLICATION NUMBER: 09/708,786 
; PRIOR FILING DATE: 2000-11-08 
; PRIOR APPLICATION NUMBER: 09/412,947 
; PRIOR FILING DATE: 1999-10-05 
; PRIOR APPLICATION NUMBER: 60/164,182 
; PRIOR FILING DATE: 1999-11-09 
; PRIOR APPLICATION NUMBER: 60/103,098 
; PRIOR FILING DATE: 1998-10-05 
; PRIOR APPLICATION NUMBER: 09/022,965 
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; PRIOR FILING DATE: 1998-02-12 

; PRIOR APPLICATION NUMBER: 08/532,97 9 

; PRIOR FILING DATE: 1995-09-22 

; PRIOR APPLICATION NUMBER: 08/516,454 

; PRIOR FILING DATE: 1995-08-17 

; NUMBER OF SEQ ID NOS : 10 

; SOFTWARE: Patentln Ver . 3.2 

; SEQ ID NO 1 

LENGTH: 18 

TYPE: DNA 
; ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: Synthetic 
OTHER INFORMATION: oligonucleotide 
US-10-854-989-1 

Query Match 81.0%; Score 17/ DB 10; Length 18; 

Best Local Similarity 76.5%; Pred. No. 5e+02; 

Matches 13; Conservative 4; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I : I I I : I I : I I I : I I 
Db 1 GCGTGCCTCCTCACTGG 17 



RESULT 40 
US-10-854-989-4 

; Sequence 4, Application US/10854989 
; Publication No. US20050054600A1 
; GENERAL INFORMATION: 
; APPLICANT: AGRAWAL, SUDHIR 

; TITLE OF INVENTION: MODIFIED PROTEIN KINASE A-SPECIFIC OLIGONUCLEOTIDES AND 

; TITLE OF INVENTION: METHODS OF THEIR USE 

; FILE REFERENCE: HYZ-050CP3 (47508.766) 

; CURRENT APPLICATION NUMBER: US/10/854,989 

; CURRENT FILING DATE: 2004-05-27 

; PRIOR APPLICATION NUMBER: 09/708,786 

; PRIOR FILING DATE: 2000-11-08 

; PRIOR APPLICATION NUMBER: 09/412,947 

; PRIOR FILING DATE: 1999-10-05 

; PRIOR APPLICATION NUMBER: 60/164,182 

; PRIOR FILING DATE: 1999-11-09 

; PRIOR APPLICATION NUMBER: 60/103,098 

; PRIOR FILING DATE: 1998-10-05 

; PRIOR APPLICATION NUMBER: 09/022,965 

; PRIOR FILING DATE: 1998-02-12 

; PRIOR APPLICATION NUMBER: 08/532,979 

; PRIOR FILING DATE: 1995-09-22 

; PRIOR APPLICATION NUMBER: 08/516,454 

; PRIOR FILING DATE :* 1995-08-17 

; NUMBER OF SEQ ID NOS: 10 

SOFTWARE: Patentln Ver. 3.2 
; SEQ ID NO 4 

LENGTH: 18 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Combined DNA/RNA Molecule: Synthetic 
OTHER INFORMATION: oligonucleotide 
FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence: Synthetic 



http://es/ScoreAccessWeb/G^^ ' 1 1/21/06 



OTHER INFORMATION: oligonucleotide 
US-10-854-989-4 

Query Match 81.0%; Score 17;. DB 10; Length 18; 

Best Local Similarity 88.2%; Pred. No. 5e+02; 

Matches 15; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 5 GCGUGCCUCCUCACUGG 21 

I I I I I I I : I I : I I I I I I 
Db 1 GCGUGCCTCCTCACUGG 17 



Search completed: November 20, 2006, 07:28:40 
Job time : 1421 sees 
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SCORE Search Results Details for Application 
10728491 and Search Result us-10-728-491- 
l,max,rnpbn, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10728491 and Search Result us-10-72 

491-1. max.rnpbn. 

start 

Go Back to previous p a 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: November 20, 2006, 05:56:36 ; Search time 128 Seconds 

(without alignments) 
326.235 Million cell updates/sec 

Title: US-10-728-4 91-1 

Perfect score: 21 

Sequence: 1 ggcugcgugccuccucacugg 21 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 2477703 seqs, 994239549 residues 

Total number of hits satisfying chosen parameters: 3180896 

Minimum DB seq length: 0 
Maximum DB seq length: 30 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB.seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB.seq:* 

3: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB.seq:* 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB.seq:* 

5 : / EMC_C e 1 e r r a_S IDS3/ptodata/l / pubpna / PC T__NEW_PUB .seq:* 

6: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB.seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW__PUB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB. seql : * 

9 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB.seq2 :* 

10: /EMC_CelerrajSIDS3/ptodata/l/pubpna/US60_NEW_PUB. seq:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 
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Result 
No. 



% 

Query 

Score Match Length DB ID 



Description 



c 


1 


13 


.6 


64 


.8 


25 


9 


US- 


11- 


•348 


-413- 


•622759 


Sequence 


622759, 




2 


13 


.2 


62 


.9 


25 


7 


US - 


.11- 


■389 


-343- 


•574 


Sequence 


574, App 




3 


13 


.2 


62 


.9 


25 


7 


US- 


11- 


•389 


-017- 


•574 


Sequence 


574, App 


c 


4 


13 


.2 


62 


.9 


25 


8 


US - 


11- 


217 


-529- 


•137062 


Sequence 


137062, 


c 


5 




13 


61 


.9 


18 


6 


US- 


10- 


•524 


-193A-18 


Sequence 


18, Appl 




6 




13 


61 


.9 


25 


8 


us- 


11- 


•217 


-529- 


36189 


Sequence 


36189, A 




7 




13 


61 


.9 


25 


8 


us- 


11- 


•217 


-529- 


•48938 


Sequence 


48938, A 


c 


8 


12 


.8 


61 


.0 


25 


8 


us- 


11- 


217 


-529- 


•68255 


Sequence 


68255, A 


c 


9 


12 


.6 


60 


.0 


25 


8 


us- 


11- 


217 


-529- 


35669 


Sequence 


35669, A 


c 


10 


12 


.6 


60 


.0 


25 


9 


us- 


11- 


•348 


-413- 


•648389 


Sequence 


648389, 




11 


12 


.6 


60 


.0 


27 


6 


us- 


10- 


519 


-335- 


18 


Sequence 


18, Appl 




12 


12 


.6 


60 


.0 


27 


6 


us- 


10- 


519 


-335- 


22 


Sequence 


22, .Appl 


c 


13 


12 


.4 


59.0 


16 


6 


" US- 


10- 


529 


-163- 


•14 


Sequence 


14, Appl 




14 


12 


.4 


59 


.0 


22 


6 


US - 


10- 


536 


-369- 


301 


Sequence 


301, App 




15 


12 


.4 


59 


.0 


25 


8 


us- 


11- 


217 


-529- 


27170 


Sequence 


27170, A 


c 


16 


12 


.2 


58 


. l 


25 


8 


us- 


11- 


217 


-529- 


163600 


Sequence 


163600, 




17 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


368971 


Sequence 


368971, 




18 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


368972 


Sequence 


368972, 




19 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


368973 


Sequence 


368973, 




20 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


368974 


Sequence 


368974, 




21 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


368975 


Sequence 


368975, 


c 


22 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387703 


Sequence 


387703, 


c 


23 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387704 


Sequence 


387704, 


c 


24 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387705 


Sequence 


387705, 


c 


25 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387706 


Sequence 


387706, 


c 


26 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387707 


Sequence 


387707, 


c 


27 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387708 


Sequence 


387708, 


c 


28 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


387709 


Sequence 


387709, 


c 


29 


12 


.2 


58 


.1. 


25 


9 


us- 


11- 


348 


-413- 


450436 


Sequence 


450436, 


c 


30 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450437 


Sequence 


450437, 


c 


31 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450438 


Sequence 


450438, 


c 


32 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450439 


Sequence 


450439, 


c 


33 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450440 


Sequence 


450440, 


c 


34 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450441 


Sequence 


450441, 


c 


35 


12 


.2 


58 


.1 


r 25 


9 


us- 


11- 


348 


-413- 


450442 


Sequence 


450442, 


c 


36 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450443 


Sequence 


450443, 


c 


37 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


450444 


Sequence 


450444, 




38 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


830449 


Sequence 


830449, 


c 


39 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


849250 


Sequence 


849250, 


c 


40 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007606 


Sequence 


1007606, 




41 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007623 


Sequence 


1007623, 




42 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007624 


Sequence 


1007624, 




43 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007625 


Sequence 


1007625, 




44 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007626 


Sequence 


1007626, 




45 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007627 


Sequence 


1007627, 




46 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007628 


Sequence 


1007628, 




47 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007629 


Sequence 


1007629, 




48 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1007630 


Sequence 


1007630, 


c 


49 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1026810 


Sequence 


1026810, 


c 


50 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1026811 


Sequence 


1026811, 


c 


51 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1092501 


Sequence 


1092501, 


c 


52 


12 


.2 


58 


.1 


25 


9 


us- 


11- 


348 


-413- 


1092502 


Sequence 


1092502, 




53 




12 


57 


.1 . 


25 


8 


us- 


11- 


217 


-529- 


21831 


Sequence 


21831, A 


c 


54 




12 


57 


.1 


25 


8 


us- 


11- 


217 


-529- 


23698 


Sequence 


23698, A 




55. 




12 


57 


.1 


25 


8 


us- 


11- 


217 


-529- 


27206 


Sequence 


27206, A 




56 




12 


57 


.1 


25 


8 


us- 


11-217 


-529- 


57271 


Sequence 


57271, A 




57 




12 


57 


.1 


25 


8 


us- 


11- 


217 


-529- 


109875 


Sequence 


109875, 
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1 A 



c 


58 


12 


57 


.1 


25 


8 


US- 


11-217-529-116645 


Sequence 


116645, 




59 


12 


57 


.1 


25 


8 


US- 


11-217-529-132619 


Sequence 


132619, 




60 


12 


57 


.1 


25 


8 


US- 


11-217-529-132621 


Sequence 


132621, 




61 


12 


57 


.1 


25 


8 


US- 


11-217-529-132642 


Sequence 


132642, 




62 


12 


57 


.1 


25 


9 


US- 


11-348-413-641936 


Sequence 


641936, 


c 


63 


12 


57 


.1 


25 


9 


US- 


11-348-413-669138 


Sequence 


669138, 




64 


11.8 


56 


.2 


17 


6 


US- 


10-858-013-476 


Sequence 


476, App 




65 


11.8 


56 


.2 


17 


6 


US- 


10-858-164-476 


Sequence 


476, App 




66 


11.8 


56 


.2 


17 


6 


US- 


10-858-146-476 


Sequence 


476, App 




67 


11.8 


56 


.2 


19 


6 


us- 


10-858-013-475 


Sequence 


475, App 


c 


68 


11.8 


56 


.2 


19 


6 


us- 


10-536-932-67 


Sequence 


67, Appl 




69 


11.8 


56 


.2 


19 


6 


us- 


10-858-164-475 


Sequence 


475, App 




70 


11.8 


56 


.2 


19 


6 


us- 


10-858-146-475 


Sequence 


475, App 


c 


71 


11.8 


56 


.2 


19 


7 


us- 


11-112-926-812 


Sequence 


812, App 




72 


11.8 


56 


.2 


20 


1 


us- 


09-912-968-17 


Sequence 


17, Appl 


c 


73 


11.8 


56 


.2 


20 


6 


us- 


10-98.7-453-149 


Sequence 


149, App 


c 


74 


11.8 


56 


.2 


20 


6 


us- 


10-536-932-61 


Sequence 


61, Appl 


c 


75 


11.8 


56 


.2 


20 


6 


us- 


10-536-932-73 


Sequence 


73, Appl 




76 


11.8 


56 


.2 


21 


6 


us- 


10-858-013-474 


Sequence 


474, App 




77 


11.8 


56 


.2 


21 


6 


us- 


10-858-164-474 


Sequence 


474, App 




78 


11.8 


56 


.2 


21 


6 


us- 


10-858-146-474 


Sequence 


474, App 




79 


11.8 


56 


.2 


21 


7 


us- 


11-370-584-9808 


Sequence 


9808, Ap 




80 


11.8 


56 


.2 


23 


6 


us- 


10-858-013-473 


Sequence 


473, App 




81 


11.8 


56 


.2 


23 


6 


us- 


10-858-013-640 


Sequence 


640, App 




82 


11.8 


56 


.2 


23 


6 


us- 


10-858-164-473 


Sequence 


473, App 




83 


11.8 


56 


.2 


23 


6 


us- 


10-858-164-640 


Sequence 


640, App 




84 


11.8 


56 


.2 


23 


6 


us- 


10-858-146-473 


Sequence 


473, App 




85 


11.8 


56 


.2 


23 


6 


us- 


10-858-146-640 


Sequence 


640, App 




86 


11.8 


56 


.2 


25 


6 


us- 


10-858-013-31 


Sequence 


31, Appl 




87 


11.8 


56 


.2 


25 


6 


us- 


10-858-013-441 


Sequence 


441, App 




88 


11.8 


56 


.2 


25 


6 


us- 


10-858-013-457 


Sequence 


457, App 




89 


11.8 


56 


.2 


25 


6 


us- 


10-858-013-458 


Sequence 


458, App 




90 


11.8 


56 


.2 


. 25 


6 


us- 


10-858-013-459 


Sequence 


459, App 




91 


11.8 


56 


.2 


25 


6 


us- 


10-858-013-480 


Sequence 


480, App 




92 


11.8 


56 


.2 


25 


6 


us- 


10-858-013-639 


Sequence 


639, App 




93 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-31 


Sequence 


31, Appl 




94 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-441 


Sequence 


441, App 




95 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-457 


Sequence 


457, App 




96 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-458 


Sequence 


458, App 




97 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-459 


Sequence 


459, App 




98 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-480 


Sequence 


480, App 




99 


11.8 


56 


.2 


25 


6 


us- 


10-858-164-639 


Sequence 


639, App 




100 


11. 8 


56 


.2 


25 


6 


us- 


10-858-146-31 


Sequence 


31, Appl 




101 


11.8 


56 


.2 


25 


6 


us- 


10-858-146-441 


Sequence 


441, App 




102 


11.8 


56 


.2 


25 


6 


us- 


10-858-146-457 


Sequence 


457, App 




103 


11.8 


56 


.2 


25 


6 


us- 


10-858-146-458 


Sequence 


458, App 




104 


11.8 


56 


.2 


25 


6 


us- 


10-858-146-459 


Sequence 


459, App 




105 


11.8 


56 


.2 


25 


6 


us- 


10-858-146-480 


Sequence 


480, App 




106 


11.8 


56 


.2 


25 


6 


us- 


10-858-146-639 


Sequence 


639, App 


c 


107 


11.8 


56 


.2 


25 


8 


us- 


11-217-529-52576 


Sequence 


52576, A 


c 


108 


11.8 


56 


.2 


25 


8 


us- 


11-217-529-111255 


Sequence 


111255, 


c 


109 


11.8 


56 


.2 


25 


8 


us- 


11-217-529-164251 


Sequence 


164251, 


c 


110 


11.8 


56 


.2 


25 


9 


us- 


11-348-413-387701 


Sequence 


387701, 


c 


111 


11.8 


56 


.2 


25 


9 


us- 


11-348-413-387702 


Sequence 


387702, 




112 


11.8 


56 


.2 


25 


9 


us- 


11-348-413-684302 


Sequence 


684302, 


c 


113 


11.8 


56 


.2 


25 


9 


us- 


11-348-413-820035 


Sequence 


820035, 




114 


11.8 


56 


.2 


26 


6 


us- 


10-858-013-442 


Sequence 


442, App 




115 


11.8 


56 


.2 


26 


6 


us- 


10-858-013-447 


Sequence 


447, App 




116 


11.8 


56 


.2 


26 


6 


us- 


10-858-013-502 


Sequence 


502, App 




117 


11.8 


56 


.2 


26 


6 


us- 


10-858-013-503 


Sequence 


503, App 




118 


11.8 


56 


.2 


26 


6 


us- 


10-858-013-504 


Sequence 


504, App 
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1 1 



119 


11. 


8 


56. 


2 


26 


6 


US-10-858-013-505 


Sequence 


505, 


App 


120 


11. 


8 


56.. 


2 


26 


6 


US-10-858-164-442 


Sequence 


442, 


App 


121 


11. 


8 


56. 


2 


26 


6 


US-10-858-164-447 


Sequence 


447, 


App 


122 


11. 


8 


56. 


2 


26 


6 


US-10-858-164-502 


Sequence 


502, 


App 


123 


11. 


8 


56. 


2 


26 


6 


US-10-858-164-503 


Sequence 


503, 


App 


124 


11. 


8 


56. 


2 


26 


6 


US-10-858-164-504 


Sequence' 


504, 


ApP 


125 


11. 


8 


56. 


2 


26 


6 


US-10-858-164-505 


Sequence 


505, 


App 


12 6 


11. 


8 


56. 


2 


26 


6 


US-10-858-146-442 


Sequence 


442, 


App 


127 


11. 


8 


56. 


2 


26 


6 


US-10-858-146-447 


Sequence 


447, 


App 


128 


11. 


8 


56. 


2 


26 


6 


US-10-858-146-502 


Sequence 


502, 


App 


12 9 


11. 


8 


56. 


2 


26 


6 


US-10-858-146-503 


Sequence 


503, 


App 


130 


11. 


8 


56. 


2 


26 


6 


US-10-858-146-504 


Sequence 


504, 


App 


131 


11. 


8 


56. 


2 


26 


6 


US-10-858-146-505 


Sequence 


505, 


App 


132 


11. 


8 


56. 


2 


27 


6 


US-10-858-013-443 


Sequence 


443, 


App 


133 


11. 


8 


56. 


2 


27 


6 


US-10-858-013-448 


Sequence 


448, 


App 


134 


11. 


8 


56. 


2 


27 


6 


US-10-858-013-452 


Sequence 


452, 


App 


135 


11. 


8 


56. 


2 


27 


6 


US-10-858-013-638 


Sequence 


638, 


App 


136 


11. 


8 


56. 


2 


27 


6 


US-10-858-013-648 


Sequence 


648, 


App 


137 


11. 


8 


56. 


2 


27 


6 


US-10-858-164-443 


Sequence 


443, 


App 


138 


11. 


8 


56. 


2 


27 


6 


US-10-858-164-448 


Sequence 


448, 


App 


139 


11. 


8 


56. 


2 


27 


6 


US-10-858-164-452 


. Sequence 


452, 


App 


140 


11. 


8 


56. 


2 


27 


6 


US-10-858-164-638 


Sequence 


638, 


App 


141 


11. 


8 


56. 


2 


27 


6 


US-10-858-164-648 


Sequence 


648, 


App 


142 


11. 


8 


56. 


2 


27 


6 


US-10-858-146-443 


Sequence 


443, 


App 


143 


11. 


8 


56. 


2 


27 


6 


US-10-858-146-448 


Sequence 


448, 


App 


144 


11. 


8 


56. 


2 


27 


6 


US-10-858-146-452 


Sequence 


452, 


App 


145 


11. 


8 


56. 


2 


27 


6 


US-10-858-146-638 


Sequence 


638, 


App 


146 


11. 


8 


56. 


2 


27 


6 


US-10-858-146-648 


Sequence 


648, 


App 


147 


11. 


8 


56. 


2 


28 


6 


US-10-858-013-444 


Sequence 


444, 


App 


148 


11. 


8 


56. 


2 


28 


6 


US-10-858-013-449 


Sequence 


449, 


App 


149 


11. 


8 


56. 


2 


28 


6 


US-10-858-164-444 


Sequence 


444, 


App 


150 


11. 


8 


56. 


2 


28 


6 


US-10-858-164-449 


Sequence 


449, 


App 


151 


11. 


8 


56. 


2 


28 


6 


US-10-858-146-444 


Sequence 


444, 


App 


152 


11. 


8 


56. 


2 


28 


6 


US-10-858-146-449 


Sequence 


449, 


App 


153 


11. 


8 


56. 


2 


29 


6 


US-10-858-013-445 


Sequence 


445, 


App 


154 


11. 


8 


56. 


2 • 


29 


6 


US-10-858-013-450 


Sequence 


450, 


App 


155 


11. 


8 


56. 


2 


29 


6 


US-10-858-013-453 


Sequence 


453, 


App 


156 


11. 


8 


56. 


2 


29 


6 


US-10-858-013-489 


Sequence 


489, 


App 


157 


11. 


8 


56. 


2 


29 


6 


US-10-858-013-637 


Sequence 


637, 


App 


158 


11. 


8 


56. 


2 


29 


6 


US-10-858-013-647 


Sequence 


647, 


App 


159 


11. 


8 


56. 


2 


29 


6 


US-10-858-164-445 


Sequence 


445, 


App 


160 


11. 


8 


56. 


2 


29 


6 


US-10-858-164-450 


Sequence 


450, 


App 


161 


11. 


8 


56. 


2 


29 
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-402187 


Sequence 


402187, 




-402188 


Sequence 


402188, 




-402189 


Sequence 


402189, 




•402190 


Sequence 


402190, 




-402191 


Sequence 


402191, 




•450434 


Sequence 


.450434, 




■450446 


Sequence 


450446, 




•601853 


Sequence 


601853, 




601854 


Sequence 


601854, 




•601855 


Sequence 


601855, 




•612343 


Sequence 


612343, 




•616804 


Sequence 


616804, 




654682 


Sequence 


654682, 




654683 


Sequence 


654683, 




657745 


Sequence 


657745, 




667898 


Sequence 


667898, 




679811 


Sequence 


679811, 




679812 


Sequence 


679812, 




692081 


Sequence 


692081, 




694580 


Sequence 


694580, 




699334 


Sequence 


699334, 




716959 


Sequence 


716959, 




716960 


Sequence 


716960, 




741905 


Sequence 


741905, . 




741906 


Sequence 


741906, 




741907 


Sequence 


741907, 




741908 


Sequence 


741908, 




741909 


Sequence 


741909, 


,, 


745563 


Sequence 


745563, 




745564 


Sequence 


745564, 


" ? 


770603 


Sequence 


770603, 




770604 


Sequence 


770604, 




770605 


Sequence 


770605, 




774605 


Sequence 


774605, 




774606 


Sequence 


774606, 




774607 


Sequence 


774607, 




778660 


Sequence 


778660, 




793858 


Sequence 


793858, 




793859 


Sequence 


793859, 




793860 


Sequence 


793860, 




818514 


Sequence 


818514, 




825594 


Sequence 


825594, 




825595 


Sequence 


825595, 




825596 


Sequence 


825596, 




825597 


Sequence 


825597, 




863199 


Sequence 


863199, 




863200 


Sequence 


863200, 




863201 


Sequence 


863201, 




863202 


Sequence 


863202, 




867736 


Sequence 


867736, 




870392 


Sequence 


870392, 




870393 


Sequence 


870393, 




870394 


Sequence 


870394, 




870395 


Sequence 


870395, 




870396 


Sequence 


870396, 




873267 


Sequence 


873267, 




877131 


Sequence 


877131, 




877270 


Sequence 


877270, 




882752 


Sequence 


882752, 




884469 


Sequence 


884469, 




884470 


Sequence 


884470, 
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Sequence 


884471, 
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Sequence 


884472, 
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Sequence 


884473, 
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-884474 


Sequence 


884474, 
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Sequence 


884475, 
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Sequence 


884476, 
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Sequence 


962646, 
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-965663 


Sequence 


965663, 
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Sequence 


965664, 
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Sequence 


965665, 
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Sequence 
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Sequence 


965667, 
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Sequence 


1001194, 
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Sequence 
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ALIGNMENTS 



RESULT 1 

US-11-348-413-622759/C 

; Sequence 622759, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 622759 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

O.THER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc feature 
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LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 473; WAN01UJDJ_at; Start 1639; Stop 1663; 
OTHER INFORMATION:- 111111100000000 
US-11-348-413-622759 



Query Match 64.8%; 
Best Local Similarity 65.0%; 
Matches 13; Conservative 



Score 13.6; DB 9; 
Pred. No. 3.9e+03; 
3; Mismatches 4; 



Length 25; 



Indels 



0 ; Gaps 



0; 



Qy 

Db 



23 



GCUGCGUGCCUCCUCACUGG 21 

I I : I I : I I I I I I I : I I 

GCTGCCTGCCACACCACTGG 4 



RESULT 2 

US-11-389-343-574 

Sequence 574, Application US/11389343 
Publication No. US20060225150A1 
GENERAL INFORMATION: 
APPLICANT: HAUGE, Brian M. 
APPLICANT: WANG, Ming Li 
APPLICANT: PARSONS, Jeremy David 
APPLICANT: PARNELL, Laurence David 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 
TITLE OF INVENTION: Soybean Cyst Nematode Resistance 
FILE REFERENCE: 16517.329 

CURRENT APPLICATION NUMBER: US/11/389,343 
CURRENT FILING DATE: 2006-03-27 
PRIOR APPLICATION NUMBER: US/09/754,853 
PRIOR FILING DATE: 2001-01-05 
PRIOR APPLICATION NUMBER: US 60/174,880 
PRIOR FILING DATE: 2000-01-07 
NUMBER OF SEQ ID NOS : 1119 
SEQ ID NO 574 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Glycine max 
FEATURE: 

OTHER INFORMATION: Clone ID: 240O17_region_G3 255944_21_Reverse_Primer 

US-11-389-343-574 



Query Match 62.9%; 
Best Local Similarity 55.6%; 
Matches 10; Conservative 



Score 13.2; DB 7; 
Pred. No. 6e+03; 
5; Mismatches 3; 



Length 25; 



Indels 



0 ; Gaps 



0; 



Qy 

Db 



3 CUGCGUGCCUCCUCACUG 20 

I : I : I I I : I : I I I :| 

4 CTTCTTGCCTTCTCACTG 21 



RESULT 3 

US-11-389-017-574 

; Sequence 574, Application US/11389017 

; Publication No. US20060253919A1 

; GENERAL INFORMATION: 

; APPLICANT: Hauge, Brian M. 

APPLICANT: Parnell, Laurence D. 
; APPLICANT: Parsons, Jeremy D. 
; APPLICANT: Wang, Ming Li 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 

TITLE OF INVENTION: Soybean Cyst Nematode Resistance 
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1 A 



FILE REFERENCE: 38-10 ( 15810 ) B 
CURRENT APPLICATION NUMBER: US/11/389,017 
CURRENT FILING DATE: 2006-03-27 
PRIOR APPLICATION NUMBER: US 60/174,880 
PRIOR FILING DATE: 2000-01-07 
NUMBER OF SEQ ID NOS : 1119 
SEQ ID NO 574 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Glycine max 
FEATURE : 

OTHER INFORMATION: Clone ID: 240O17_region_G3 255944_21_Reverse_Primer 

US-11-389-017-574 

Query Match 62.9%; Score 13.2; DB 7; Length 25; 

Best Local Similarity 55.6%; Pred. No. 6e+03; 

Matches 10; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACUG 20 

I : I : I I I : I : I I I : I 
Db 4 CTTCTTGCCTTCTCACTG 21 



RESULT 4 

US-11-217-529-137062/C 

Sequence 137062, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT: KODAMA, YUKIKO 
APPLICANT : FU JIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 

CURRENT APPLICATION NUMBER: US/11/217,529 
CURRENT FILING DATE: 2005-09-02 
PRIOR APPLICATION NUMBER: US 10/932,182 
PRIOR FILING DATE: 2004-09-02 
NUMBER OF SEQ ID NOS: 197023 
SOFTWARE: Patentln version 3.3 
SEQ ID NO 137062 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Saccharomyces pastorianus 
US-11-217-529-137062 

Query Match 62.9%; Score 13.2; DB 8; Length 25; 

Best Local Similarity 55.6%; Pred. No. 6e+03; 

Matches 10; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 



Qy 4 UGCGUGCCUCCUCACUGG 21 

: I I I : I I I : I : t I : I 
Db 23 TGCGTGCCTCATCAATAG 6 



RESULT 5 

US-10-524-193A-18/C 

; Sequence 18, Application US/10524193A 
; Publication No. US20060121564A1 
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; GENERAL INFORMATION: 

; APPLICANT: NAKASHIMA, NOBUTAKA . 

; APPLICANT: TAMURA, TOMOHIRO 

TITLE OF INVENTION: NOVEL EXPRESSION VECTOR SUITABLE FOR EXPRESSION OF RECOMBINANT 
; TITLE OF INVENTION: PROTEIN AT LOW TEMPERATURE 
; FILE REFERENCE: 081356-0232 

; CURRENT APPLICATION NUMBER: US/10/524 , 193A 
; CURRENT FILING DATE: 2005-02-11 
; PRIOR APPLICATION NUMBER: PCT/ JP03/10209 
; PRIOR FILING DATE: 2003-08-11 

PRIOR APPLICATION NUMBER: JP 2002/235008 
; PRIOR FILING DATE: 2002-08-12 
/ NUMBER OF SEQ ID NOS : 131 

SOFTWARE: Patentln Ver . 3.3 
; SEQ ID NO 18 
LENGTH: 18 
TYPE: DNA 
; ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Synthetic primer 
OTHER INFORMATION: SHN56 
US-10-524-193A-18 

Query Match 61.9%; Score 13; DB 6; Length 18; 

Best Local Similarity 76J9%; Pred. No. 7.2e+03; 

Matches 10; Conservative 3; Mismatches 0; Indels 0; Gaps 0; 



Qy 2 GCUGCGUGCCUCC 14 

I I : I I I : I I I : I I 
Db 15 GCTGCGTGCCTCC 3 



RESULT 6 

US-11-217-529-36189 

Sequence 36189, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT: KODAMA, YUKIKO 
APPLICANT: FUJIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 

CURRENT APPLICATION NUMBER: US/11/217,529 
CURRENT FILING DATE: 2005-09-02 
PRIOR APPLICATION NUMBER: US 10/932,182 
PRIOR FILING DATE: 2004-09-02 
NUMBER OF SEQ ID NOS: 197023 
SOFTWARE : Patentln version 3.3 
SEQ ID NO 36189 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Saccharomyces pastorianus 
US-11-217-529-36189 

Query Match 61.9%; Score 13; DB 8; Length 25; 

Best Local Similarity 57.1%; Pred. No. 7.5e+03; 

Matches 12; Conservative 4; Mismatches 5; Indels 0; Gaps 0; 
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J. A 



Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I : I I : I I I : I I I : I I 
Db 5 GACTGTGTGCCTCTGCAATGG 25 



RESULT 7 

US-11-217-529-48938 

Sequence 48938, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT: KODAMA, YUKIKO 
APPLICANT: FUJIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 

CURRENT APPLICATION NUMBER: US/11/217,529 
CURRENT FILING DATE: 2005-09-02 
PRIOR APPLICATION NUMBER: US 10/932,182 
PRIOR FILING DATE: 2004-09-02 
NUMBER OF SEQ ID NOS : 197023 
SOFTWARE: Patentln version 3.3 
SEQ ID NO 48938 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Saccharomyces pastorianus 
US-11-217-529-48938 

Query Match 61.9%; Score 13; DB 8; Length 25; 

Best Local Similarity 61.9%; Pred. No. 7.5e+03; 

Matches 13; Conservative 3; Mismatches 5; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I : I I : I : I 1 I I I 1 I 
Db 5 GGC TGAGTACGTCCACACAGG 25 



RESULT 8 

US-11-217-529-68255/C 

Sequence 68255, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT : KODAMA, YUKIKO 
APPLICANT: FUJIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 

CURRENT APPLICATION NUMBER: US/11/217,529 
CURRENT FILING DATE : 2005-09-02 
PRIOR APPLICATION NUMBER: US 10/932,182 
PRIOR FILING DATE: 2004-09-02 
NUMBER OF SEQ ID NOS: 197023 
SOFTWARE: Patentln version 3.3 
SEQ ID NO 68255 
LENGTH: 25 
TYPE: DNA 
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; ORGANISM: Saccharomyces pastorianus 
US-11-217-529-68255 



Query Match 61.0%; Score 12.8; DB 8; Length 25; 

Best Local Similarity 68.8%; Pred. No. 9.2e+03; 

Matches 11; Conservative 3; Mismatches 2; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUC 16 

111:111 III: I : I 
Db 16 GGC TGCGCGCC T TC TC 1 



RESULT 9 

US-11-217-529-35669/C 

Sequence 35669, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT: KODAMA, YUKIKO 
APPLICANT : FUJIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 

CURRENT APPLICATION NUMBER: US/11/217,529 
CURRENT FILING DATE: 2005-09-02 
PRIOR APPLICATION NUMBER: US 10/932,182 
PRIOR FILING DATE: 2004-09-02 
NUMBER OF SEQ ID NOS : 197023 
SOFTWARE: Patentln version 3.3 
SEQ ID NO 35669 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Saccharomyces pastorianus 
US-11-217-529-35669 

Query Match 60.0%; . Score 12.6; DB 8; Length 25; 

Best Local Similarity 57.9%; Pred. No. l.le+04; 

Matches 11; Conservative 4; Mismatches 4; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACU 19 

111:111 : I I : I I I : 
Db 20 GGCTGCGAAGTTCCTCACT 2 



RESULT 10 

US-11-348-413-64838 9/C 

; Sequence 648389, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 
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; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 648389 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1)..(25) 

OTHER INFORMATION: SEQ ID NO: 1151; WAN01UK37_at; Start 98; Stop 122; 
OTHER INFORMATION: 111111100000000 
US-11-348-413-648389 



Query Match 60.0%; Score 12.6; DB 9; Length 25; 

Best Local Similarity 52.6%; Pred. No. l.le+04; 

Matches 10; Conservative 5; Mismatches 4; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACUGG 21 

I : I I : I I : I : I I : I I 
Db 24 CTGCCTGCGTCATCGCTGG 6 

RESULT 11 
US-10-519-335-18 

Sequence 18, Application US/10519335 
Publication No. US20060099210A1 
GENERAL INFORMATION: 
APPLICANT: Cavarec, Laurent 
APPLICANT: Chumakov, Ilya 
APPLICANT: Destenaves, Benoit 
APPLICANT: Gonthier, Catherine 
APPLICANT: Elias, Isabelle 

TITLE OF INVENTION: NOVEL KCNQ POLYPEPTIDES, MODULATORS THEREOF, AND THEIR USES IN 
TITLE OF INVENTION: TREATMENT OF MENTAL DISORDERS 
FILE REFERENCE: G-194US03PCT 
CURRENT APPLICATION NUMBER: US/10/519,335 
CURRENT FILING DATE: 2004-12-22 
PRIOR APPLICATION NUMBER: US 60/391,359 
PRIOR FILING DATE: 2002-06-25 
NUMBER OF SEQ ID NOS: 47 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 18 
LENGTH: 27 
TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: oligonucleotide 
US-10-519-335-18 

Query Match 60.0%; Score 12.6; DB 6; Length 27; 

Best Local Similarity 63.2%; Pred. No. 1.2e+04; 

Matches 12; Conservative 3; Mismatches 4; Indels 0; Gaps 0; 

Qy . 1 GGCUGCGUGCCUCCUCACU 19 

II : II III I I : I I I : 

Db 5 GGATCCGCGCCGCCTCACT 23 
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RESULT 12 
US-10-519-335-22 

Sequence 22, Application US/10519335 
Publication No. US20060099210A1 
GENERAL INFORMATION : 
APPLICANT: Cavarec, Laurent 
APPLICANT : Chumakov, Ilya 
APPLICANT: Destenaves, Benoit 
APPLICANT: Gonthier, Catherine 
APPLICANT: Elias, Isabelle 

TITLE OF INVENTION: NOVEL KCNQ POLYPEPTIDES, MODULATORS THEREOF, AND THEIR USES IN 
TITLE OF INVENTION: TREATMENT OF MENTAL DISORDERS 
FILE REFERENCE: G-194US03PCT 
CURRENT APPLICATION NUMBER : US/10/519,335 
CURRENT FILING DATE: 2004-12-22 
PRIOR APPLICATION NUMBER: US 60/391,359 
PRIOR FILING DATE: 2002-06-25 
NUMBER OF SEQ ID NOS : 47 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 22 
LENGTH: 27 
TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: oligonucleotide 
US-10-519-335-22 

Query Match 60.0%; Score 12.6; DB 6; Length 27; 

Best Local Similarity 63.2%; Pred. No. 1.2e+04; 

Matches 12; Conservative 3; Mismatches 4; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACU 19 

II : II III I I : I I I : 
Db 5 GGATCCGCGCCGCCTCACT 23 

RESULT 13 

US-10-529-163-14/C 

Sequence 14, Application US/10529163 
Publication No. US20060223059A1 
GENERAL INFORMATION: 
APPLICANT: YOUSEF, et al. 

TITLE OF INVENTION: Methods for Detecting Endocrine Cancer 
FILE REFERENCE: 11757. 82USWO 
CURRENT APPLICATION NUMBER: US/10/529,163 
CURRENT FILING DATE: 2005-03-24 
PRIOR APPLICATION NUMBER: US 60/414,107 
PRIOR FILING DATE: 2002-09-26 
PRIOR APPLICATION NUMBER: US 60/450,406 
PRIOR FILING DATE: 2003-02-26 
NUMBER OF SEQ ID NOS: 31 
SOFTWARE: Patentln version 3.2 
SEQ ID NO 14 
LENGTH: 16 
TYPE: DNA 

ORGANISM: homo sapiens 
US-10-529-163-14 

Query Match 59.0%; Score 12.4; DB 6; Length 1 6; 
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Best Local Similarity 71.4%; Pred. No. 1.4e+04; 

Matches 10; Conservative 3; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCC 14 

I I I : I I : I I I : I I 
Db 14 GGCTGCTTGCCTCC 1 



RESULT 14 
US-10-536-369-301 

Sequence 301, Application US/10536369 
Publication No. US20060235625A1 
GENERAL INFORMATION: 
APPLICANT: Fred Hutchinson Cancer Research Center 
APPLICANT: . Parker, Heidi G. 
APPLICANT: Kim, Lisa V. 
APPLICANT: Sutter, Nathan B. 
APPLICANT: Carlson, Scott 
APPLICANT: Lorentzen, Travis D. 
APPLICANT: Malek, Tiffany B. 
APPLICANT: DeFrance, Hawkins B. 
APPLICANT: Ostrander, Elaine A. 
APPLICANT: Kruglyak, Leonid 

TITLE OF INVENTION: METHODS AND MATERIALS FOR CANINE BREED IDENTIFICATION 
FILE REFERENCE: FHCR1237 60 

CURRENT APPLICATION NUMBER: US/10/536,369 
CURRENT FILING DATE: 2005-05-25 
PRIOR APPLICATION NUMBER: US 60/530,464 
PRIOR FILING DATE: 2003-12-17 
NUMBER OF SEQ ID NOS : 327 
SOFTWARE: Patentln version 3.2 
SEQ ID NO 301 
LENGTH: 22 

TYPE: DNA * 
ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Oligonucleotide Primer 
US-10-536-369-301 

Query Match 59.0%; Score 12.4; DB 6; Length 22; 

Best Local Similarity 64.3%; Pred. No. 1.4e+04; 

Matches 9; Conservative 4; Mismatches 1; Indels 0; Gaps 0; 

Qy 7 GUGCCUCCUCACUG 20 

I : I I : I I : I I I : I 
Db 5 GTGACTCCTCACTG 18 



RESULT 15 

US-11-217-529-27170 

Sequence 27170, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT: KODAMA, YUKIKO 
APPLICANT : FU JIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 
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; CURRENT APPLICATION NUMBER : US/11/217,529 

; CURRENT FILING DATE: 2005-09-02 

; PRIOR APPLICATION NUMBER: US 10/932,182 

; PRIOR FILING DATE: 2004-09-02 

; NUMBER OF SEQ ID NOS : 197023 

SOFTWARE: Patentln version 3.3 
; SEQ ID NO 27170 

LENGTH: 2 5 

TYPE: DNA 

ORGANISM: Saccharomyces pastorianus 
US-11-217-529-27170 

Query Match 59.0%; Score 12.4; DB 8; Length 25; 

Best Local Similarity 64.3%; Pred. No. 1.4e+04; 

Matches 9; Conservative 4; Mismatches 1; Indels 0; Gaps 0; 

Qy 8 UGCCUCCUCACUGG 21 

: I I I : I : I I I : I I 
Db 4 TGCCTCGTCACTGG 17 



RESULT 16 

US-11-217-529-163600/C 

Sequence 163600, Application US/11217529 
Publication No. US20060099612A1 
GENERAL INFORMATION: 
APPLICANT: SUNTORY LIMITED 
APPLICANT: NAKAO, YOSHIHIRO 
APPLICANT: NAKAMURA, NORIHISA 
APPLICANT: KODAMA, YUKIKO 
APPLICANT: FUJIMURA, TOMOKO 
APPLICANT: ASHIKARI, TOSHIHIKO 

TITLE OF INVENTION: METHODS FOR ANALYZING GENES OF INDUSTRIAL YEASTS 
FILE REFERENCE: S-38-285 

CURRENT APPLICATION NUMBER: US/11/217,529 
CURRENT FILING DATE: 2005-09-02 
PRIOR APPLICATION NUMBER: US 10/932,182 
PRIOR FILING DATE: 2004-09-02 
NUMBER OF SEQ ID NOS: 197023 
SOFTWARE: Patentln version 3.3 
SEQ ID NO 163600 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Saccharomyces pastorianus 
US-11-217-529-163600 

Query Match 58.1%; Score 12.2; DB 8; Length 25; 

Best Local Similarity '52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: I I : I I I : I : I I : I 
Db 21 TGGGTGCCTCTTGACTG 5 



RESULT 17 

US-11-348-413-368971 

; Sequence 368971, Application US/11348413 
; Publication No. US20060160121A1 
; GENERAL INFORMATION: 
; APPLICANT: Wyeth 
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; APPLICANT: Mounts, William M 
; APPLICANT: Murphy, Ellen 
; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 368971 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11334; WAN01UH2H; Start 66; Stop 90; 
OTHER INFORMATION: 000000000011111 
US-11-348-413-368971 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

III: I : I I I : I : I I 
Db 9 GGC TAAG TGCC TC AT C A 25 



RESULT 18 

US-11-348-413-368972 

; Sequence 368972, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 1276209 

; SEQ ID NO 368972 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 
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OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11334; WAN01UH2H; Start 67; Stop 91; 
OTHER INFORMATION: 000000000011111 
US-11-348-413-368972 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

I I I : I : I I I : I : I I 
Db 8 GGC T AAG TGC C TC AT C A 2 4 



RESULT 19 

US-11-348-413-368973 

; Sequence 368973, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT : Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 
; FILE REFERENCE: 031896-084100 (AM 101724) 
; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 / 
; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 \ 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 368973 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
; FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11334; WAN01UH2H; Start 68; Stop 92; 
OTHER INFORMATION: 000000000011111 
US-11-348-413-368973 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

III: I : I I I : I : I I 
Db 7 GGCTAAGTGCCTCATCA 23 



RESULT 20 

US-11-348-413-368974 
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; Sequence 368974, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: ' 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 127 6209 

; SEQ ID NO 368974 

LENGTH: 2 5 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE: 
; NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11334; WAN01UH2H; Start 69; Stop 93; 
OTHER INFORMATION: 000000000011111 
US-11-348-413-368974 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

III: I : I I I : I : I I 
Db 6 GGCTAAGTGCCTCATCA 22 



RESULT 21 

US-11-348-413-368975 

; Sequence 368975, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 1276209 

; SEQ ID NO 368975 
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LENGTH: 25 
TYPE : DNA 

ORGANISM: Artificial 
FEATURE: 

OTHER INFORMATION : probe 
FEATURE : 
; NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11334; WAN01UH2H; Start 70; Stop 94; 
OTHER INFORMATION: 000000000011111 
US-11-348-413-368975 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

III: I : I I I : I ? I I 
Db 5 GGC TAAGTGCC TC ATCA 21 



RESULT 22 

US-11-348-413-387703/C 

; Sequence 387703, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 387703 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9; Start 16; Stop 40; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387703 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: II: I : I I : II I : I 
Db 25 TTCGTTCTTCCTCACTG 9 
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RESULT 23 

US-ll-348-413-387704/c 

; Sequence 387704, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 
; FILE REFERENCE: 031896-084100 (AM 101724) 
; CURRENT APPLICATION NUMBER: US/11/348,413 
; CURRENT FILING DATE: 2006-02-07 
; PRIOR APPLICATION NUMBER: PCT/US05/035471 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 11/243,445 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 60/615,573 
; PRIOR FILING DATE: 2004-10-05 
; NUMBER OF SEQ ID NOS : 1276209 
; SEQ ID NO 387704 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION: (1)..(25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9; Start 17; Stop 41; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387704 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: II: I : I I : I I I : I 
Db 24 TTCGTTCTTCCTCACTG 8 



RESULT 24 

US-11-348-413-387705/C 

; Sequence 387705, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 
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; PRIOR APPLICATION NUMBER : US 60/615,573 
; PRIOR FILING DATE: 2004-10-05 
; NUMBER OF SEQ ID NOS : 1276209 
; SEQ ID NO 387705 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9; Start 18; Stop 42; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387705 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: II: I :||:|||:| 
Db 23 TTCGTTCTTCCTCACTG 7 



RESULT 25 

US-11-348-413-387706/C 

; Sequence 387706, Application US/11348413 
; Publication No. US20060160121A1 

; GENERAL INFORMATION: i 
; APPLICANT: Wyeth \ 
; APPLICANT: Mounts, William M } 
; APPLICANT: Murphy, Ellen % 
; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER : US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 1276209 

; SEQ ID NO 387706 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1) . ..(25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9; Start 20; Stop 44; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387706 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 
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Qy 

Db 



4 UGCGUGCCUCCUCACUG 20 
: II: I : I I : I I I : I 
21 TTCGTT.CTTCCTCACTG 5 



RESULT 26 

US-11-348-413-387707/C 

; Sequence 387707, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 387707 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9; Start 21; Stop 45; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387707 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: II: I : I I : I I I : I 
Db 20 TTCGTTCTTCCTCACTG 4 



RESULT 27 

US-11-348-413-387708/C 

; Sequence 387708, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 
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; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER : US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 387708 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE: 

NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9 ; Start 22; Stop 46; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387708 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: II: I : I I : I I I : I 
Db 19 TTCGTTCTTCCTCACTG 3 



RESULT 28 

US-11-348-413-387709/C 

; Sequence 387709, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243, 445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 1276209 

; SEQ ID NO 387709 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11834; WAN01UNZ9; Start 24; Stop 48; 
OTHER INFORMATION: 000000000001000 
US-11-348-413-387709 
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Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 4 UGCGUGCCUCCUCACUG 20 

: II: I : II : I I I : I 
Db 17 TTCGTTCTTCCTCACTG 1 



RESULT 29 

US-ll-348-413-450436/c 

; Sequence 450436, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER : US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 450436 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 139; Stop 163; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450436 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 25 CTGCTTGTCTACTCACT 9 



RESULT 30 

US-11-348-413-450437/C 

; Sequence 450437, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 
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; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 0318 96-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243, 445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615, 573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 1276209 

; SEQ ID NO 450437 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 140; Stop 164; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450437 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 24 CTGCTTGTCTACTCACT 8 



RESULT 31 

US-11-348-413-450438/C 

; Sequence 450438, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243, 445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 1276209 

; SEQ ID NO 450438 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc feature 
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LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 141; Stop 165; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450438 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 23 CTGCTTGTCTACTCACT 7 



RESULT 32 

US-11-348-413-450439/C 

; Sequence 450439, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 
; FILE REFERENCE: 031896-084100 (AM 101724) 
; CURRENT APPLICATION NUMBER: US/11/348,413 
; CURRENT FILING DATE: 2006-02-07 
; PRIOR APPLICATION NUMBER: PCT/US05/035471 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 11/243,445 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 60/615,573 
; PRIOR FILING DATE: 2004-10-05 
; NUMBER OF SEQ ID NOS : 1276209 
; SEQ ID NO 450439 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 142; Stop 166; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450439 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 22 CTGCTTGTCTACTCACT 6 



RESULT 33 

US-11-348-413-450440/C 

; Sequence 450440, Application US/11348413 
; Publication No. US20060160121A1 . 
; GENERAL INFORMATION: 
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; APPLICANT: Wyeth 
; APPLICANT: Mounts, William M 
; APPLICANT: Murphy, Ellen 
; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 450440 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 143; Stop 167; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450440 

Query Match 58.1%; Score 12.2; DB 9; Length 2 5; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; • 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 21 CTGCTTGTCTACTCACT 5 



RESULT 34 

US-11-348-413-450441/C 

; Sequence 450441, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 
; FILE REFERENCE: 031896-084100 (AM 101724) 
; CURRENT APPLICATION NUMBER: US/11/348,413 
; CURRENT FILING DATE: 2006-02-07 
; PRIOR APPLICATION NUMBER: PCT/US05/035471 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 11/243,445 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 60/615,573 
; PRIOR FILING DATE: 2004-10-05 
; NUMBER OF SEQ ID NOS: 127 6209 
; SEQ ID NO 450441 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
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FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY : misc_f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 144; Stop 168; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450441 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : II : I I : I : I I I : 
Db 20 CTGCTTGTCTACTCACT 4 



RESULT 35 

US-11-348-413-450442/C 

; Sequence 450442, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 
; FILE REFERENCE: 031896-084100 (AM 101724) 
; CURRENT APPLICATION NUMBER: US/11/348,413 
; CURRENT FILING DATE: 2006-02-07 
; PRIOR APPLICATION NUMBER: PCT/US05/035471 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 11/243,445 
; PRIOR FILING DATE: 2005-10-05 
; PRIOR APPLICATION NUMBER: US 60/615,573 
; PRIOR FILING DATE: 2004-10-05 
; NUMBER OF SEQ ID NOS : 127 6209 
; SEQ ID NO 450442 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (1)..(25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 145; Stop 169; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450442 

Query Match 58.1%; Score 12.2; DB 9; Length 2 5; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : hill: 
Db 19 CTGCTTGTCTACTCACT 3 



RESULT 36 
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US-ll-348-413-450443/c 

; Sequence 450443, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 450443 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 
; NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 146; Stop 170; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450443 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No.. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 18 CTGCTTGTCTACTCACT 2 



RESULT 37 

US-ll-348-413-450444/c 

; Sequence 450444, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS: 127 6209 
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; SEQ ID NO 450444 
LENGTH: 25 
TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION : probe 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 13530; WAN01UPK7; Start 147; Stop 171; 
OTHER INFORMATION: 000000000011011 
US-11-348-413-450444 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 52.9%; Pred. No. 1.8e+04; 

Matches 9; Conservative 5; Mismatches 3; Indels 0; Gaps 0; 

Qy 3 CUGCGUGCCUCCUCACU 19 

I : I I : I I : I : I I I : 
Db 17 CTGCTTGTCTACTCACT 1 



RESULT 38 

US-11-348-413-83044 9 

; Sequence 830449, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE : 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 830449 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 6414; WAN01UKPU_at; Start 73; Stop 97; 
OTHER INFORMATION: 000000011100000 
US-11-348-413-830449 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

I I I : I I : I I : I I : ! 
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Db 



9 GGCTGTGTGGCTCCTAA 25 



RESULT 39 

US-ll-348-413-849250/c 

; Sequence 849250, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/0354 71 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 127 6209 

; SEQ ID NO 849250 

LENGTH: 25 

TYPE: DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc__f eature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 6900; WAN01ULNJ_at; Start 278; Stop 302; 
OTHER INFORMATION: 000000011100000 
US-11-348-413-849250 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

I I : I I : I I I : I : I I 
Db 24 GTCTCCGTGCCTCATCA 8 



RESULT 40 

US-11-348-413-1007606/C 

; Sequence 1007606, Application US/11348413 

; Publication No. US20060160121A1 

; GENERAL INFORMATION: 

; APPLICANT: Wyeth 

; APPLICANT: Mounts, William M 

; APPLICANT: Murphy, Ellen 

; APPLICANT: Olmsted, Stephen 

; TITLE OF INVENTION: PROBE ARRAYS FOR DETECTING MULTIPLE STRAINS OF DIFFERENT SPECIE 

; FILE REFERENCE: 031896-084100 (AM 101724) 

; CURRENT APPLICATION NUMBER: US/11/348,413 

; CURRENT FILING DATE: 2006-02-07 

; PRIOR APPLICATION NUMBER: PCT/US05/035471 

; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 11/243,445 
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; PRIOR FILING DATE: 2005-10-05 

; PRIOR APPLICATION NUMBER: US 60/615,573 

; PRIOR FILING DATE: 2004-10-05 

; NUMBER OF SEQ ID NOS : 1276209 

; SEQ ID NO 1007606 

LENGTH: 25 

TYPE : DNA 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: probe 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION: (1) . . (25) 

OTHER INFORMATION: SEQ ID NO: 11333; WAN01UH2D_at; Start 483; Stop 507; 
OTHER INFORMATION: 000000000011111 
US-11-348-413-1007606 

Query Match 58.1%; Score 12.2; DB 9; Length 25; 

Best Local Similarity 58.8%; Pred. No. 1.8e+04; 

Matches 10; Conservative 4; Mismatches 3; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCA 17 

III: I : I I I : I : I I 
Db 23 GGCTAAGTGCCTCATCA 7 



Search completed: November 20, 2006, 06:32:00 
Job time : 136 sees 



SCORE 1.3 BuildDate: 12/06/2005 
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Matches 



21; 



Conservative 



0; 



Mismatches 



0; 



Indels 



0/ 



Gaps 



0; 



Qy 



1 GGCUGCGUGCCUCCUCACUGG 21 

I I I I I I I I I I I I I I I I I I I I I 
1 GGCUGCGUGCCUCCUCACUGG 21 



Db 



RESULT 4 

US-10-728-491-22 

; Sequence 22, Application US/10728491 

; Publication No. US20040142896A1 

; GENERAL INFORMATION: 

; APPLICANT: Wang, Jui, H 

; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,491 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 22 

LENGTH:- 23 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE : 

OTHER INFORMATION: Antisense oligoribunucleotide 22-mer 
US-10-728-491-22 

Query Match 100.0%; Score 21; DB 8; Length 23; 

. Best Local Similarity 100.0%; Pred. No. 6.3; 
Matches 21; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 . 



; Fobttcation No. US20030220486A1 
; GENERAL INFORMATION: 
; APPLICANT: Zhou, Wen-Qiang 
; APPLICANT: Agrawal, Sudhir 

; TITLE OF INVENTION: Mixed Backbone Oligonucleotides Containing Pops Blocks 
; TITLE OF INVENTION: to Obtain Reduced Phosphor othioate Content 
; FILE REFERENCE: 47508-752 

; CURRENT APPLICATION NUMBER: US/10/291, 058A 

;• CURRENT FILING DATE: 2002-11-08 

; PRIOR APPLICATION NUMBER: US 09/283,431 

; PRIOR FILING DATE: 1999-04-01 

; NUMBER OF SEQ ID NOS: 8 

; SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 8 

LENGTH: 30 

TYPE: RNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: RNA phosphodiester 
US-10-291-058A-8 



Db 



I I I I I I I I I I If I I i I I I I I I 

1 GGCUGCGUGCCUCCUCACUGG 21 



RESULT 5 
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Query Match 100.0%; Score 21; DB 7; Length 30; 

Best Local Similarity 76.2%; Pred. No. 6; 

Matches 16; Conservative 5; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUGG 21 

I I I : ! I I : I I I : I I : I I I : I I 
Db 28 GGCTGC&TGCCTCCTCACTGG 8 



RESULT 6 

US-10-728-491-21 

; Sequence 21, Application US/10728491 
; Publication No. US20040142896A1 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H. . 
; TITLE OF INVENTION : High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,491 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS : 27 

; SEQ ID NO 21 

LENGTH: 20 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE: 

OTHER INFORMATION: Antisense oligoribunucleotide 20-mer 
US-10-728-491-21 

Query Match 95.2%; Score 20; DB 8; Length 20; 

Best Local Similarity 100.0%; Pred. No. 19; 

Matches 20; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 GGCUGCGUGCCUCCUCACUG 20 

I I I I I I I I I I I I I I I I I I I I 
Db 1 GGCUGCGUGCCUCCUCACUG 20 



RESULT 7 

US-10-728-491-10 

; Sequence 10, Application US/10728491 
; Publication No. US20040142896A1 
; GENERAL INFORMATION: 
; APPLICANT: Wang, Jui, H 
; TITLE OF INVENTION: High Efficacy Antisense RI alpha PKA Poly-DNP Oligoribonucleoti 
; FILE REFERENCE: 11520.0338 

; CURRENT APPLICATION NUMBER: US/10/728,4 91 

; CURRENT FILING DATE: 2003-12-05 

; PRIOR APPLICATION NUMBER: US 60/431,694 

; PRIOR FILING DATE: 2002-12-05 

; NUMBER OF SEQ ID NOS: 27 

; SEQ ID NO 10 

LENGTH: 21 

TYPE: RNA 

ORGANISM: artificial sequence 
FEATURE : . 

OTHER INFORMATION: One-base mismatch at position 21 with poly -DNP -RNA- 21 
US-10-728-491-10 

Query Match 95.2%; Score 20; DB 8; Length 21; 
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